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INTRODUCTION 
Biometrics INDEX, VoLuMEs 1-10 


This index is detailed and generously cross-indexed to facilitate its 
use by those who are relatively unacquainted with biometry. A few 
rules which have been followed are stated for the users’ guidance. 

First, only one reference to any one topic will be found for each paper, 
abstract, or query, except that a second reference is given when a long 
paper returns to the topic in question after at least ten pages. The user 
should therefore look forward for additional material. Also, he should 
look backward, because the index refers to the page on which the indexed 
topic is named (usually) and this is sometimes the conclusion of a 
discussion. 

Second, index references sometimes lead to a page on which the index 
topic is not specifically mentioned. For example, the design mentioned 
in volume 1, page 48, toward the bottom of the first column, is a Latin 
square and is so indexed, though that term does not appear. 

Third, modifying phrases such as ‘“‘method of” have been ignored. 
This is not true of adjectives, e.g. ‘‘minimum”’. 

Fourth, a few listings have an element of editorializing, as when the 
statement in volume 2, page 17, beginning at line 15 of the second column 
is indexed under “‘inference’’. 

Fifth, abbreviations have been avoided, but a few occur. 

Sixth, errata are not listed under similar terms such as corrigenda. 


Horace W. Norton 
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Absorbing state, 9:285 
Acceptance area, 6:63, 192; 8:185, 299; 
9:25, and sce rejection area, tests 
computation, 6:62; 8:185 
Accidents, 7:340; 8:275; 9:188, 266, 486; 
10:245, and see Greenwood-Yule dis- 
tribution 
Action, see future action 
Actuarial statistics, 1:4; 3:58, 129; 8:30, 
90; 10:308, and see demography. 
Gompertz curve, life tables, medicine 
Additivity, 2:24; 3:10, 23, 40, 50; 4:24, 
254; 5:72, 84; 6:8; 7:14; 9:20, 290, 
347, 389; 10:135, 145, 235, 562, and 
see analysis of variance, hypothesis, 
model, transformations 
non-additivity, 3:35; 5:84 
test of, 5:232; 10:413 
Age distribution, 3:113; 5:19, 27, 217; 
6:253; 7:156, 301, and see demography 
Agronomy, 2:18, 36; 3:29, 42; 4:132, 
171, 211, 234; 5:252; 7:39, 247; 8:386; 
9:157, 296, 395, 498; 10:103, 118, 160, 
162, 174, 304, 516, and see cereal 
chemistry, field experiments, field 
sampling, horticulture, long-term ex- 
periments, Mitscherlich’s law, rotation 
experiments, selection of levels, soil 
Aliases, 6:236; 10:5 
separation of, 6:246 
Alinement charts, see nomography 
Allometry, 4:14; 9:48, and see growth 
All-or-none response, see quantal re- 
sponse 
Analgesia, 2:87; 8:218, and see pharma- 
cology 
Animal breeding, 1:27; 2:21, 56; 3:54; 
4:269; 5:71, and see inbreeding, plant 
breeding 
Animal experiments, 2:54, 3:69; 4:5, 
100; 6:193, 319, 363; 8:169; 9:430; 
10:290, 304, and see design of 
experiments, poultry, twins 
use of identical twins, 8:187 
Anthropology, 1:20; 2:50, 58, 97; 3:193; 
4:247; 6:181; 7:122, and see demogra- 
phy, medicine 


Antibiotics, 1:10, 40; 5:211, 317, 333; 
6:242, 325, 347; 10:435 
Approximate formulas, 
7 :266; 8:40, 298 
Approximate significance levels, 2:74, 
112; 3:28, 120; 4:263; 5:101, 325; 
6:178, 191 
Ascorbic acid, see vitamins 
Association, see contingency 
Attenuation, 2:103; 7:36 
Average sample number, 6:65; 8:200; 
9:263; 10:312 
Bacteriology, 2:82; 3:175; 5:126, 163, 
211, 277, 288, 289, 317, 333; 6:105, 
120, 128, 169, 181, 290, 347; 7:120, 
133, 271, 320, 334; 8:391; 9:185, 201, 
260, 278, 320; 10:227, 423, 541, and 
see antibiotics, dilution series, extinc- 
tion time, microbiological assay, sani- 
tary engineering 
Balancing, 8:170, and see paired com- 
parisons, randomized blocks, selection 
Bartlett’s test, see homogeneity of vari- 
ance, multivariate tests 
Bayes’ distribution, 10:308 
Behrens-Fisher test, 3:64; 5:337; 6:192; 
7:5, 19; 9:61 
power of, 6:192 
Beta function, incomplete, 6:275, 378; 
7:6; 9:13, 28, 282, and see F test 
Between-block error, see interblock error 
Bias, 1:13, 49, 84; 2:1, 3, 18, 22, 41, 44, 
54, 76, 97, 111; 3:26, 94; 4:265; 5:31, 
85, 297; 6:13, 100, 155, 176; 7:50, 
160, 289, 297, 310, 353; 8:93, 234, 283, 
290; 9:1, 61, 75, 258, 532; 10:5, 32, 
119, 141, 178, 223, 263, 305, 470, 481, 
545, and see Sheppard’s correction 
Binomial distribution, 1:43, 44, 60, 76, 
81, 84; 2:97; 3:42, 45, 166, 175; 
4:255; 6:1, 107, 180, 299, 346, 392; 
7:276, 328; 8:1, 87, 221, 268, 323, 
391; 9:28, 282, 291, 364, 467; 10:92, 
130, 178, 246, 425, 464, 480, 523, 
and see distributions, Galton’s 
quincunx, multinomial distribution, 
quantal response, sign test 


2:96; 5:325; 
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compound, 6:80 

modified, 6:173 

negative, 3:43; 5:162, 165; 6:60, 103, 
193; 7:356, 403; 8:281, 287, 390; 
9:176, 197, 354; 10:167, 304, 419, 
430 

truncated, 10:405 

Bioassay, 1:10, 39, 40, 41, 51, 57, 638; 

2:30, 34, 83, 96, 109; 3:60, 62, 69, 
172, 173; 4:104, 122, 153, 197; 
5:83, 85, 86, 87, 127, 211, 261, 273, 
300, 317, 330, 335; 6:99, 174, 175, 
176, 320,-322, 413, 424, 482; 7:121, 
200, 295, 302, 323, 327; 8:13, 51, 
120, 176, 177, 206, 237, 370; 9:260, 
266, 290, 304, 390, 405, 428, 431, 
471; 10:178, 185, 208, 305, 306, 310, 
541, 555, and see biometry, dose 
response curve, extinction time, 
Karber’s method, microbiological 
assay, pharmacology, quantal re- 
ponse, Reed-Muench method, se- 
lection of dosages, sensitivity tests, 
survival time, time response curve, 
toxicology, transformations 

factorially designed, 1:62; 2:83 

human subjects, 8:232 

interpretation of, 5:273; 6:100 

non-linear response, 5:282 

Biochemistry, 4:52, 144, 202; 5:329; 
6:122; 322, 327, 342, 347, 395, 435; 
7:39, 133, 185, 331; 8:175; 9:431 

Biological assay, see bioassay 

Biological measurement, see bioassay 

Biological variation, 2:101; 3:15; 4:49, 
199, 219; 5:128 

Biomathematics, see biometry 

Biometrics, see biometry 

Biometric Society, 3:184; 4:82, 145, 216, 
273; 5:90, 180, 254, 341; 6:69, 195, 
300, 438; 7:127, 224, 303, 436; 8:97, 
180, 273, 392; 9:111, 271, 535; 10:189, 
315, 414, 571. 

Biometry, 1:41, 47; 2:5, 34, 48, 82, 122; 
3:61, 66, 145, 172; 4:1, 14, 91, 139, 
140, 141, 143, 144, 156, 197, 217; 
5:24, 117, 142, 273, 323; 6:75, 85, 
145, 183, 184, 250, 320, 322, 330, 
342, 347, 395, 413; 7:123, 134, 180, 

186, 227, 335, 353, 391, 435; 8:13, 91, 

100, 174, 210, 271, 307, 389, 390; 
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9:47, 90, 117, 201, 212, 260, 275, 320, 
461, 471, 522; 10:147, 172, 177, 179, 
185, 200, 227, 302, 307, 308, 313, 347, 
361, 412, and see allometry, bioassay, 
growth, potheses, Mitscherlich’s 
law, coefficients, Weber- 
Fechner law 

Biophysics, see biometry 

Birth rank, 5:87; 8:112; 9:265; 10:442 

Birth rate, 6:252; 7:155; 8:272; 9:212, 
and see demography 

Block size, 10:73, 506, and see plot size 

Blood counts, 3:175; 6:282, 390; 7:171; 
8:55; 10:167, 222 

Blood groups, 1:20, 35; 6:174 

Borders, 2:57; 6:203; 9:158; 10:175, 297, 
and see plot size 

Brownian motion, 6:183; 9:460 

Calculation, see computation 

Cancer, 1:3; 3:128; 4:51, 139; 6:103; 
8:3, 16, 90, 271, 320; 9:278; 10:313, 
431, 540 

Canonical analysis, 10:7, 14, 35 

Carry-over effect, 6:315; 8:230; 9:430; 
10:176, 505, and see Latin squares in 
time 

Case histories, 5:76, 77 

Causation, 1:3, 75, 86; 2:15; 10:309, and 
see correlation 

Cell division, 3:181; 7:133; 10:361, 455 

Censored data, 8:308; 10:533, and see 
truncation 

Census, 1:11; 

demography 

sample 1:30; 2:76; 7:300; 8:286 

Cereal chemistry, 2:26 

Chain blocks, 7:124, 125; 9:127, 141, 

263; 10:251 

generalized, 10:251 
table of, 10:256 

Change-over design, see cross-over de- 
sign 

Characteristic function, 7:277; 8:117; 
9:355, and see cumulants, moments 

Check plot, 1:18, 14; 2:36, 57; 3:44; 
5:83; 10:291, 298, 300, and see 
standard variety 

Chemistry, 1:27, 41, 50; 3:61; 4:202; 
5:87; 6:228, 233, 295; 7:56, 102, 330; 
8:386; 9:135, 259; 10:1, 19, 306, and 

see biochemistry, cereal chemistry, 


7:155, 257, and see 
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chain blocks, chemotherapy, compos- 
iting, industrial research, mass action, 
quantitative analysis, random walk, 
sanitary engineering, spectrography 
Chemotherapy, 1:4, 59; 7:171 
Chi square, 1:10, 15, 28, 39, 43, 60, 61, 
76, 81, 84, 85; 2:9, 17, 37, 47, 74, 
96, 111; 3:18, 91, 98, 125; 4:80, 137; 
5:83, 88, 169, 251, 337; 6:17, 29, 60, 
133, 137, 148, 178, 182, 185, 218, 
259, 291, 298, 308, 321, 361, 375; 
7:4, 114, 222, 283; 8:4, 18, 61, 114, 
221, 272, 276, 288, 322, 345, 380; 
9:108, 176, 255, 322, 354, 367, 473; 
10:223, 233, 381, 397, 417, 459, 484, 
and see analysis of variance, con- 
tingency, continuity correction, 
fourfold table, gamma distribution, 
goodness of fit, minimum chi square 
estimate 
analysis of, 5:140, 301; 6:178; 7:124; 
9:259; 10:184, 417, 452 
computation, 1:11, 55, 85; 4:80, 7:124, 
283; 8:380; 10:453 
inappropriate, 10:446 
interpretation of, 7:115; 10:417 
noncentral, 7:31; 10:419 
power of, 10:142, 417, and see goodness 
of fit 
small expectations, 6:17; 10:418 
table, 2:112 
Choice, see selection 
Chromosomes, 1:7; 2:78; 4:1 
Classification, see grouping, non-num- 
erical data 
Class mark, 8:20; 
histogram 
Clinical experiments, 1:3; 2:87, 95; 
6:328; 8:188, 206, 218, 232; 9:260; 
10:312 
Clinical statistics, 1:3; 2:47; 3:110; 5:76, 
95; 6:103, 328: 7:126; 8:174, 387 
Clinical tests, 1:3; 5:77, 78; 6:399; 7:185, 
240, 379, and see critical point, 
diagnosis, placebo 
Coding, 5:79; 6:35; 8:324; 9:478, and see 
class mark 
Coefficient of determination, 1:86; 5:123, 
and see correlation 
Coefficient of variation, 1:50, 67; 2:3, 
78; 3:26; 4:22; 5:161; 6:49, 110, 118; 


10:532, and _ see 
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8:59, 92, 108, 177; 9:43; 10:99, 221, 
283, 296 
of product, 8:64 
Collaborative experiments, 6:322, and 
see comparisons of laboratories 
Combination of data, 6:176; 7:121 
Combination of estimates, 9:59; 10:101, 
155 
Combination of tests, see tests 
Communcations, 8:268; 9:286 
Comparisons, see analysis of variance, 
degrees of freedom, orthogonal 
polynomials, tests 
dummy, 6:295 
individual, 4:61, 106; 5:236 
interblock, 2:55 
intrablock, 2:55 
method of, 2:74 
non-orthogonal, 4:215, 240 
of laboratories, 1:10; 6:290; 8:237; 
10:103, 273 
of means, 5:84, 99, 251 
orthogonal, 2:61, 84; 3:7, 74; 4:71, 
106, 133, 173, 215; 5:286; 8:376; 
9:387 paired, 1:56, 63, 80; 2:30, 38, 
50, 95; 3:25, 89, 92, 119; 4:211; 
7:125, 312; 8:87, 95, 189; 9:32, 43, 
109; 10:303, 375, 487, and see half- 
leaf method 
selection of, see selection 
Complement fixation, 4:200 
Components, see correlation, covariance, 
variance 
Composite design, 10:6, 33, 306 
Compositing, 7:85 
Computation, 1:69, 78; 2:15, 54, 55, 61, 
84, 111; 3:62, 194; 5:55, 72, 289; 
6:10, 221, 286, 305, 328, 360, 414; 
7:200, 252, 337; 8:17, 36, 156, 179, 
249, 325; 9:180, 291, 322, 358, 377; 
10:31, 112, 138, 152, 172, 368, 421, 
499, 551, and see coding, estimation, 
Gauss multipliers, graphics, itera- 
tion, Lagrange multipliers, matrices, 
method of moments, method of 
steepest descent, Newton’s method, 
nomography, recurrence formulas, 
service, simultaneous equations, 
slide rule 
accuracy of, 3:194; 8:179; 9:183, 307, 
358; 10:432 
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approximate, 1:69 
Conclusions, 1:8, 85; 2:29, 38, 48; 3:20; 
5:96; 6:371; 7:101; 8:113; 9:209, 532; 
10:308, and see future action, infer- 
ence, tests 
Concomitant observations, 2:28; 6:303; 
8:169, and see analysis of variance, 
statistical control 
Confidence limits, 1:8, 38, 57, 59, 76, 2:4, 
9, 15, 63, 85, 96, 104, 111, 120; 3:14, 
22, 86, 167; 4:185, 214, 237; 5:177, 
208, 240, 252, 266, 283, 311, 333, 
335; 6:14, 80, 101, 114, 175, 185, 
194, 321, 323, 327, 394, 425, 435; 
7:51, 94, 164, 200, 259, 301; 8:27, 
40, 121, 179, 252, 287, 375, 391; 
9:209, 313, 322; 10:94, 157, 168, 
171, 182, 209, 304, 305, 309, 479, 
555, and see tests 
approximate, 1:59; 3:86; 6:137; 7:5 
exact, 7:11; 8:375; 10:73 
for correlation, 9:110 
for function, 8:348 
for missing value, 10:401 
for percentage increase, 10:245 
for proportion, 8:87; 10:171 
for ratio, 5:336; 8:86 
for regression, 9:205 
for regression coefficient, 8:269 - 
for variance components, 6:136; 7:5, 80 
interpretation of, 2:107; 5:297; 7:198 
multivariate, 7:53 
not fiducial, 5:336 
Confounding, 1:11, 31, 63; 2:55, 85; 3:69, 
176; 4:54, 110, 240; 5:74, 145; 
6:228, 236, 241, 329; 8:75, 123; 
9:158, 298, 388, 434; 10:326, and 
see analysis of variance, design of 
experiments, factorial experiments 
complete, 2:43; 9:299; 10:72 
partial, 9:3, 158 
table of systems, 4:61 
Consultation, see service 
Contagious distribution, 1:44; 2:76; 
3:193; 7:405; 9:354; 10:167, 421, and 
see Polya distribution 
Neyman’s, 2:76; 6:103; 7:361; 9:184, 
354 
Contingency, 1:11, 56, 84; 2:16, 17, 47; 
3:123; 6:178, 299; 7:283; 8:2, 61, 380; 
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9:108; 10:417, 452, and see chi square, 
correlation, fourfold table 
Continuity correction, 1:11, 56, 84; 2:95; 
3:46, 125; 6:299; 7:222; 8:222; 
9:110; 10:137, 390, 420 
inappropriate, 1:84; 5:339; 10:443 
Contrasts, see comparisons 
Control chart, 1:10, 40, 42, 74; 3:172; 
4:125; 6:60, and see statistical control 
of quality 
Control plot, see check plot 
Correlation, 1:15, 31, 71, 75, 86; 2:27, 
47, 55, 56, 67, 101; 3:45, 54, 98; 
4:21, 40; 5:30, 88, 119, 172, 228; 
6:119, 259; 7:34, 60, 140, 356; 8:3, 
295, 330; 9:91, 108, 496; 10:184, and 
see attenuation, causation, coeffi- 
cient of determination, contingency, 
correlated errors, covariance, regres- 
sion, sampling, scatter diagram, z 
transformation 
autocorrelation, 9:279, and see serial 


correlation 
between relatives, see statistical 
genetics 


biological, 2:48 

biserial, 4:137; 6:400 

canonical, 10:306 

combination of, 1:86 

components of, 9:352; 10:355 

genetic, 9:251, 339; 10:355 

intraclass, 2:57; 3:54; 4:269; 9:266 

maximum, 3:105 ‘ 

mean with variance, 2:85; 6:318, 435; 
10:117, 196 

multiple, 2:27 

non-normal data, 2:73 

organic, 9:47; 10:180 

partial, 2:27; 3:123; 4:163; 6:344; 8:11, 
240 

part with whole, 3:65; 4:160 - 

rank, 2:69; 3:138; 9:108 

ratio, 1:75; 2:56, and see analysis of 
variance 

serial, 7:315, and see time series 

spatial, 7:300, 9:420 

spurious, 2:50; 3:65; 5:76; 7:366 

tetrachoric, 3:126, and see chi square, 
fourfold table 

within blocks, 10:61 
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Counting, 8:105; 10:221, 446, and see 
bacteriology, blood counts 
Course of action, see future action 
Courses in statistics, see statistics curri- 
cula 
Covariance, 1:15, 20, 38; 2:15, 21, 43, 78; 
3:97; 4:30, 195; 6:29; 7:34; 9:12, 
222, 432; 10:272, 282, 307, 340, and 
see concomitant observations, cor- 
relation, dummy variates, error 
regression, matrices, regression, sta- 
tistical control, variance 
adjustment, 3:34; 8:237; 10:176 
analysis of, 1:77; 2:21, 27, 53; 3:60, 65; 
4:48, 153, 240; 5:72, 178, 279, 289; 
6:15, 164, 184, 297, 303; 7:37, 124, 
191, 313; 8:170, 387; 9:342, 437, 
531; 10:285, 297, 504 
computation, 4:158; 5:72; 7:124; 
9:432 
multiple, 5:117; 6:293 
multivariate; 6:381 
components of, 9:226, 341 
matrix, 3:104, 166; 4:178; 6:181, 213, 
262, 376; 7:137, 247; 8:5, 24, 156, 
335; 9:49, 207, 495; 10:11, 518, 534, 
547 
multiple, 3:35; 6:293 
of estimates, 9:508 
of estimates of variance components, 
7:5 
of products, 6:411 
of ratios, 6:411 
Critical point, 6:403; 8:36 
approximate, 8:39 
Critical ratio, 6:298 
Critical region, see rejection area 
Crossing over, 4:1; 6:182, and see linkage 
Cross-over design, 1:63; 3:70; 6:193, 301, 
312; 7:317; 9:430, 431, and see Latin 
square in time 
Cumulants, 7:5, 140; 8:112; 9:11; 10:429, 
and see characteristic function, mo- 
ments generating function, 10:543 
Curve fitting, 2:82; 3:56; 4:197; 5:207; 
7:236, 337; 10:303, and see estimation, 
fitting regression line, growth, orthog- 
onal polynomials 
Cut, significant, 7:50 
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Cycles, 1:7; 4:230; 5:38, 121, 219; 6:251; 
9:280, 429, and see time series 
Cytology, see cell division, crossing over 
Death rate, see mortality 
Decision, 2:16; 4:215; 5:100; 8:196, and 
see conclusions, tests 
Defining contrast, 6:238 
Degrees of freedom, 1:19, 37, 56, 60, 61, 
85; 2:28, 35, 85, 111, 120, 121; 3:54, 
64, 99; 4:238, 264; 5:232; 7:20, 317; 
8:247; 9:60, 130, 502; 10:25, 110, 
125, 303, 328, and see comparisons 
adjusted, 10:111 
effective, 7:8 
equivalent, 9:63 
fractional, 2:112; 10:410 
Demography, 1:20; 2:58; 3:193; 7:155, 
257; 8:272, and see actuarial statistics, 
age distribution, anthropology, birth 
rate, blood groups, census, death rate, 
medicine, public health, sex ratio 
Dependent variable, see regression 
Design of experiments, 1:11, 13, 16, 31, 
42, 47, 49; 2:18, 26, 29, 36, 57, 77, 
86, 109, 113, 123; 3:20, 175; 4:100, 
123, 171, 213, 215, 240, 269, 277; 
5:70, 169, 178, 252, 279; 6:110, 118, 
127, 167, 201, 228, 301, 303, 376, 
390, 424; 7:6, 51, 61, 85, 204, 252, 
273, 312; 8:169, 206; 9:31, 39, 110, 
260, 276, 290, 304, 428, 502, 522; 
40:1, 89, 174, 176, 177, 183, 186, 
187, 291, 308, 309, 312, 503, and see 
aliases, balancing, block size, chain 
blocks, components of variance, 
composite design, concomitant ob- - 
servations, confounding, cross-over 
design, defining contrast, dummy 
treatments, factorial experiments, 
field experiments, fractional replica- 
tion, half-leaf method, incomplete 
blocks, interblock error, interblock 
information, intrablock error, lat- 
tices, long-term experiments, multi- 
factor design, non-orthogonal design, 
optional stopping, organolepsis, or- 
thogonal arrays, orthogonal squares, 
paired comparisons, parallelogram 
design, perennials, placebo, plot 
size, precision, randomization, ran- 
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domized blocks, replication, 
function, rotating factors, sampling, 
sequential experiments, split plots, 
staggered design, standard variety, 
systematic design, tree crops, tri- 
angle test, Youden square 
for locating optimum, 10:3, 16, 177, 
306, 323 
Determinants, see matrices 
Deviation, see variance 
Diagnosis, 1:3; 3:110; 4:100; 5:76, 77; 
6:172, 173, 282, 399; 7:241; 10:478, 
and see clinical tests, medicine 
Differential equations, 4:207; 5:323; 
6:356; 9:213, 286, 462 
Digitalis, 1:10, 57; 3:65; 6:322 
Dilution curve, 6:170 
Dilution series, 2:82; 4:101; 5:128, 325; 
6:105, 128, 181; 7:121; 9:333; 10:227, 
and see bacteriology, virology 
Discriminant function, 3:104, 180; 5:78, 
80; 6:184, 303; 7:122; 8:387, 9:34, 117; 
10:170, 184, 312, and see multivariate 
analysis, scores 
Disproportionate subclasses, 1:11; 2:21; 
6:179; 7:11, 118, 318; 9:226, 253, 
264, and see analysis of variance, 
fitting constants, method of ex- 
pected subclass numbers, unequal 
subclasses 
computation, 2:35 
Distribution, 3:174, 4:218; 6:103, 110, 
128, 174; 8:13, 93, 307, and see 
accidents, approximate significance 
levels, Bayes, binomial, character- 


istic function, chi square, con- — 


tagious, cumulants, D statistic, 
Edgeworth series, exponential, 
gamma, Gompertz curve, goodness 
of fit, Gram-Charlier series, Green- 
wood-Yule, histogram, hypergeome- 
tric, intercept, J-shaped, Kapteyn’s, 
kurtosis, logarithmic, logarithmic 
normal, moments, normal, Pear- 
sonian, percentile, Poisson, Polya, 
populations, quantile, quartile, rec- 
tangular, sampling, skewness, stu- 
dentized deviate, Thomas, U-shaped 
approximate, 2:111; 6:259; 8:94; 9:60 
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bivariate, 2:97; 7:413; 8:332 
compound, 7:119; 9:86 
resolution of, 9:86 
conditional, 3:164; 6:194; 7:22; 8:300; 
10:397, 486, and see conditional 
probability 

contagious, see contagious distribution 

cumulative, 2:74 

discontinuous, 8:117 

discrete, 6:103, 128; 7:365; 9:11 

empirical, 6:192 

exact, 2:111; 5:81; 6:19, 178, 259, 285; 
7:125; 8:112; 10:418 

finite, see populations 

fitting, see estimation 

frequency, 1:73; 8:33 

infectious, see contagious 

joint, 6:28 

marginal, 8:312; 9:47 

mixing, 6:194 

multivariate, 3:14; 5:78, 80, 242; 
6:175, 259, 372; 7:181; 9:47; 10:180, 
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Neyman’s, see contagious 

normality of, 5:81 

nuisance, 8:313 

of chi square, 10:460 

of differences, 8:85 

of estimates, 6:415 

of estimates of variance components, 
2:110; 7:5 

of events, 6:171; 7:134 

of F, 3:24 

of gaps, 5:109 

of rank correlation, 2:69 

of rank totals, 1:81; 2:68; 8:33 

of scores, 2:68; 8:117 

of t, 3:24 

of weighted mean, 9:448 

of z, 3:99 

posterior, 6:190 

prior, 6:194 

radial, 9:460 

spatial, 1:44; 2:5 

truncated, 6:186; 7:120; 8:15 


Dominance, 4:254; 6:154, 353; 7:18; 9:90, 


349; 10:165, 235, 357 


Doolittle method, 6:179, 381; 7:11, and 


see matrices 


asymptotic, 7:20; 8:288, and see Dose response curve, 1:10, 40, 41, 50, 57; 
norma! distribution 


2:34, 82, 85, 109; 3:74; 4:125, 197; 


INDEX 


5:83, 85, 262, 281, 321, 330; 6:175, 
326, 345; 7:122, 201, 335; 8:219, 
239, 250; 9:305, 320; 10:173, 185, 
227, and see time response curve 
table, 9:324 
Drosophila, 1:7, 55; 2:9, 78, 110; 4:9; 
6:104, 214; 7:336; 10:239 
D statistic, 6:175, and see multivariate 
analysis 
Dummy treatments, 9:387, 403 
Dummy variates, 2:43; 3:34; 4:241; 
6:64, 311, and see covariance, missing 
values 
Duo-trio test, 9:43, and see triangle test 
Duplication, see replication 
Ecology, 1:7, 11, 44, 47, 76; 2:1, 76; 3:59, 
101, 145; 5:14, 28, 115, 162, 213; 6:59, 
250, 353; 7:300; 8:89, 177, 286, 386; 
9:117, 176, 275, 369; 10:183, and see 
entomology, fish, genetics, natural 
selection, peck order, populations, 
quadrat sampling 
Economics, 1:67; 3:110; 6:256; 7:36, 100; 
8:186; 9:505, and see cost of sampling 
Gompertz curve, identification, sto- 
chastic processes, structure, time 
series 
ED 50, 1:39, 41, 57, 59; 3:172; 4:200; 
5:85, 127; 6:229, 329, 413, 432; 
7:126, 295, 302, 339; 8:29, 51, 120, 
249; 9:320; 10:147 
tables, 8:53, 253 
Edgeworth series, 8:117 
Efficiency, 1:11, 12, 14, 42, 44, 78, 81; 
2:2, 29, 31, 34, 36, 54, 57, 78, 119, 
123; 3:22, 25, 42, 75, 175; 4:74, 112, 
122, 191; 5:5, 156, 166, 179, 199, 
208, 288; 6:15, 45, 61, 189, 192, 
202, 221, 247, 282, 302, 392; 7:10, 
50, 101, 113, 158, 169, 217, 223, 247, 
292, 302; 8:30, 92, 126, 170, 173, 
204, 236, 279, 334; 9:103, 179, 197, 
264, 304, 333, 447, 471, 476, 487; 
10:33, 64, 286, 311, 317, 335, 482, 
501, 509, 538, 553, and see estima- 
tion, maximum likelihood, non- 
parametric tests, sufficient statistics 
asymptotic, 6:223; 7:338; 9:60 
table, 7:219, 293; 10:539 
Empirical formulas, 5:319; 9:458 
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Endocrinology, 1:11, 63; 2:85; 3:70, 99, 
173; 4:122, 269; 5:49, 71, 176, 262, 
278; 6:98, 363; 7:122, 323; 8:206; 
9:431, 467; 10:313 

Entomology, 1:12, 30, 47, 51; 2:1, 30, 
57, 76; 3:44, 99, 193; 4:171; 5:83, 165; 
6:257; 7:121; 8:172, 277, 383; 9:117, 
178, 290, 365, 425; 10:119, 142, 302, 
455, 505, 540, 562, and see Drosophila, 
toxicology 

Epidemiology, 1:44; 3:173; 5:243; 7:320; 
8:275; 9:285; 10:459, and see con- 
tagious distribution, infection interval, 
medicine, Polya, public health, rumors 

Equiprobable ellipse, 4:28 

Ergodicity, 9:284 

Errata, 3:54, 138, 140; 4:246; 6:33, 168, 
258; 7:222, 274; 9:106, 335, 534 

Errors, theory of, 2:103; 3:23; 5:301; 

7:33, 309; 9:92, 312, and see analysis 
of variance, attenuation, extrapola- 
tion, interpolation, least squares, 
maximum likelihood, models, rejec- 
tion of data 

correlated, 2:18; 7:58, 309; 10:61, 516, 
and see F test 

correlation, 2:53; 3:32; 4:163 

distribution, 3:26, and see normal dis- 
tribution 

gross, 3:27; 5:72, 288; 9:75; 10:425 

heterogeneity of, 1:11; 2:27, 113; 3:28, 
37; 6:14, 100; 10:516 

interblock, 1:58; 4:60; 5:151; 6:25 

intrablock, 1:58; 4:60; 5:154; 6:25; 
8:75; 9:422 

matrix, 3:377 

mean square, 10:482, and see variance 

of classification, 10:478 

of estimation, 5:168; 7:140 

propagation of, 8:388 

regression, 2:15, 43, 54; 4:159; 6:166, 
297, and see analysis of covariance 
heterogeneity of, 1:11 

term, proper, 1:18, 24, 27, 41, 43, 50, 
62, 70; 3:25, 40, 91; 4:132, 268; 5:69, 
72, 178; 6:166, 289, 434; 7:14, 70, 
168; 8:169, 243, 385; 9:170, 312, 
337; 10:236, 330, 407 

Erythrocytes, 6:282; 7:171, 333, and see 

blood counts, hematology 
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Estimation, 1:28, 77; 2:96, 102; 3:3, 25; 
4:6, 27, 58, 137, 219, 240, 248, 256; 
5:33, 68, 84, 116, 165, 288, 306, 320; 
6:25, 176, 181, 182, 186, 190, 221, 
227, 251, 315, 390, 401, 413, 432; 
7:120, 135, 240, 275, 295; 8:3, 13, 51, 
183, 269, 278, 307; 9:33, 59, 75, 90, 
121, 201, 262, 264, 291, 320, 375, 
462, 485, 489; 10:94, 178, 180, 181, 
184, 293, 402, 469, 481, 531, 557, 
and see bias, combination of esti- 
mates, efficiency, fitting constants, 
fitting regression line, game theory, 
information, least squares, maxi- 
mum likelihood, method of mo- 
ments, minimax, minimum chi 
square, minimum unlikelihood, min- 
imum variance, populations, 
residual effects, scores, Sheppard’s 
correction, small samples, sufficient 
statistics, theory of errors 

graphical, 8:179 

inefficient, 6:109 

of components of covariance, 9:226 

of derivatives, 10:5 

of function, 8:27, 348 

of maximum, see estimation of opti- 
mum 

of median, 9:75 

of optimum, 2:63; 4:171; 10:1 

of potency, 3:86; 4:106, 124, 200; 
5:266, 281, 309, 320; 6:99, 322, 345, 
432; 8:19, 179, 249, 372; 9:313, 328; 
10:209 

of variance, 3:11, 97; 5:209; 6:60, 187; 
7:66, 202; 8:77, 93, 237; 9:60, 462, 
487; 10:238, 401 

of variance components, 2:110; 4:229; 
5:191; 6:179, 187; 7:3, 29, 70, 75, 85; 
9:226 

sequential, 6:193 

unbiased, 2:97; 3:9; 6:286, 292; 7:4, 
156, 279; 8:91, 269 

Eulerian distribution, see gamma distri- 

bution 

Evolution, 1:7, 27; 4:148, 218, 250; 

8:177, 268; 9:117, and see ecology, 
genetics, natural selection, popula- 
tions, taxonomy 

Expectation, mathematical, 1:18; 2:8, 

111; 3:119, 163; 4:64, 257; 5:86, 109, 
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308; 6:28, 60, 284; 7:3, 89, 140, 269, 
285; 8:112, 239, 288; 9:56, 91, 197, 
210, 232; 10:57, 143, 159, 182, 199, 
330, 343, 381, 400, 427, 448, 459, 480, 
and see mean, moments D 
Expected subclass numbers, method of, 
2:10; 7:11 
Experimental design, 
experiments 
Exponential curves, 3:56; 6:395; 7:126, 
247, and see asymptotic regression 
Exponential distribution, 8:16 
Extinction time, 5:127 
Extrapolation, 5:229; 7:253; 10:4, 474, 
and see estimation, interpolation, 
theory of errors 
Extreme deviate, 5:288; 9:13, 74, and 
see order statistics, tests 
studentized, 5:107 
Factor analysis, 7:61; 8:172; 10:22, 181, 
183, and see multivariate analysis 
Factorial analysis, see orthogonal com- 
parisons 
Factorial experiments, 1:10, 11, 31, 62; 
2:26, 54, 77; 3:33, 40, 69, 175; 4:54; 
5:145; 6:15, 79, 203, 228, 319, 362; 
7:323; 8:1, 237, 387; 9:2, 169, 256, 
259, 295, 304, 428, 467, 476, 502; 
10:4, 303, 487, and see fractional 
replication, pseudofactorial 
confounded, 2:43; 8:123; 9:158, 428 
incomplete, 9:428 
partially, see dummy treatments 
Fatigue, 2:13; 7:345; 9:29, 44, 306; 10:61 
Faulty analysis, 2:29; 3:101; 5:72; 8:3, 
221 
Fiducial limits, see confidence limits 
Field experiments, 1:13, 26, 47; 2:18, 36, 
44, 54; 3:33; 4:54, 109, 171; 5:1, 68, 
144, 252; 6:201, 302, 303, 317; 7:21, 
39, 167, 261, 300; 8:271; 9:157, 186, 
395, 412; 10:291, 324, and see 
agronomy, borders, check plot, 
correlated errors, design of experi- 
ments, irrigation, long-term experi- 
ments, Mitscherlich’s law, peren- 
nials, plot size, rotation experiments, 
soil, standard variety, tree crops, 
uniformity data 
correlation with laboratory experi- 
ments, 1:42 


see design of 
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optimum block shape, 5:145, 156 
Field sampling, 1:29, 43; 2:1; 3:20, 41; 
4:234; 5:190, and see forestry, soil 
Fish, 1:36, 50, 73; 2:73; 3:145; 5:14, 27, 

115, 213; 6:59; 7:171, 301; 8:286, 
391, and see ecology, Lee’s phe- 
nomenon, optimum catch, popula- 
tion management 
scales, 1:73, 76; 5:15, 31, 217 
Fitting constants, 1:37; 2:10, 22, 35, 43, 
94; 4:245; 7:11, 118, 318; 8:3; 9:264, 
293, 482; 10:236, 324, and see dis- 
proportionate subclasses, dummy vari- 
ates, least squares, missing values 
Fitting distribution, see estimation 
Fitting regression line, 1:36; 2:28, 61; 
3:162, 165; 5:320; 6:119, 180, 363; 
7:23, and see covariance, least 
squares, regression 
both variables subject to error, 2:101; 
4:49; 5:87, 88, 207; 7:33, 106; 
8:269; 10:167 
Food technology, 2:64, 76; 3:104; 4:80; 
5:190; 6:1, 295; 8:78; 9:39, 295; 10:24, 
388, and see cereal chemistry, organ- 
olepsis 
Forensic statistics, 6:435 
Forestry, 1:16, 29, 67; 3:101; 5:174; 
10:162, and see wood decay 
Fourfold table, 1:55, 84; 2:47, 95; 3:123; 
5:251; 8:220; 10:420, 441, 453, 478, 
and see chi square, contingency, con- 
tinuity correction 
F test, 1:19, 25, 26, 49, 70, 80; 2:14, 16, 
27, 37, 38, 44, 56, 62, 74, 1:3; 3:14, 
24, 54, 94, 96, 98, 137, 195; 4:268; 
5:75, 102, 242, 250, 265; 6:130, 178; 
7:6, 19, 51, 125, 168, 299; 8:125; 
9:20, 147, 337, 414, 473, 529; 
10:70, 108, 167, 196, 261, 287, 408, 
440, 516, 562, and see analysis of 
variance, incomplete beta function, 
Pitman and Morgan F test, vari- 
ance ratio 
approximate, 4:263; 6:375; 7:20; 
10:113, 410 table, 7:23 
errors correlated, 1:71; 2:55; 6:265 
F less than unity, 1:70; 2:56 
F significantly small, 2:56 
generalized, 7:61, and see multi- 
variate analysis 
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interpretation of, see tests 
non-normal data, 6:191 
power of, 3:14; 7:6, 21, 125; 9:75; 
10:267, 303 
Fundamental curve, 4:197 
Fungicides, 1:41, and see plant pathology 
Future action, 1:8; 2:111; 5:297; 6:194, 
and see conclusions, inference, tests 
Galton-Macalister distribution, see loga- 
rithmic norma! distribution 
Galton’s quincunx, 2:97 
Game theory, 6:190 
Gamma distribution, 5:162, 301; 6:137, 
194; 7:21, 360; 9:185, 375; 10:421, 
and see chi square 
incomplete, 10:182 
Gaussian distribution, see normal dis- 
tribution 
Gauss multipliers, 10:306 
Generalized distribution, 
variate distribution 
Generating function, see characteristic 
function, cumulants, moments 
Genetic advance, 2:77; 3:180; 6:204, 
353; 9:90 
Genetic combining ability, 2:78 
Genetic correlation, 9:251, 339; 10:355 
Genetic model, see models 
Genetics, 1:7, 15, 55, 86; 2:28, 75; 3:55, 
99, 123, 180; 4:1, 98, 138, 218, 254; 
6:169, 175, 182, 186, 200, 207, 221, 
344, 353; 7:18, 118, 270; 8:112, 173, 
269, 388; 9:117, 205, 267; 10:164, 
183, 184, 235, 405, 503, and see 
animal breeding, blood groups, 
cancer, cell division, chromosomes, 
crossing over, dominance, evolution, 
Drosophila, heritability, heterosis, 
inbreeding, linkage, mutation, nat- 
ural selection, overdominance, path 
coefficients, plant breeding, random 
mating, recombination, selection- 
diffusion transformation, sex ratio, 
tetrads, viability 
human, 3:193; 4:138; 8:112; 9:267; 
10:184, 195, 309, 406, 445, and see 
birth rank 
number of genes, 1:39; 2:78; 7:133 
statistical, 1:27, 39; 9:125, 275, 336; 
10:163, 164, 184, 307, 347 


see multi- 
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Genetic selection, 2:77; 3:180; 4:223; 
6:104, 203, 208, 227, 353; 8:89, 176, 
185; 9:90 

tables for estimation of, 6:211 

Genetic variance, 2:9; 4:254; 6:104, 141, 

204; 7:75, 301; 8:89, 389; 9:337; 
10:165, 312 

Geometric series, 8:178 

Gompertz curve, 7:247 

Goodness of fit, 2:37; 5:320; 6:17, 146, 
218, 361; 7:139, 396; 8:3, 18, 322; 
9:122, 183, 279, 294, 322, 354; 
10:33, 378, 396, 417, 460, and see 
chi square 

power of chi square test of, 2:96; 8:272 

Grading, see judging 

Graeco-latin square, 8:171, and see 

orthogonal squares 

Gram-Charlier series, 6:174 

Graphics, 1:31, 41, 57, 73; 2:74, 83; 3:62, 

151, 166; 4:199; 5:50, 83, 237, 339; 
6:15, 120, 175, 180, 215, 328, 343, 345, 
385, 432, 437; 7:200, 234, 260, 302, 
328; 8:19, 120, 179, 191; 9:86, 201, 
320, 463, 468, 476; 10:54, 150, 182, 
187, 314, 538, 550, and see computa- 
tion, nomography, probability paper, 
slide rule 

Greenwood-Yule distribution, 9:375 

Grouping, 1:38, 74, 76; 6:18, 171; 
7:263; 8:19, 347; 10:538, and see 
chi square, Sheppard’s correction 

logarithmic, 8:22 

Growth, 1:44, 73; 2:37; 3:58, 61, 172; 
4:48, 139, 213, 240; 5:19, 27; 6:303, 
310, 362, 395; 7:126, 135, 172, 247, 
332; 8:271; 9:212, 260, 286; 10:302, 
361, and see allometry, biometry, 
cell division, logistic curve, Robert- 
son’s equation, wound healing 

compensation, 1:75 
plant, 1:77; 2:37; 4:171; 10:282 

G statistics, 2:96; 3:26, and see moments 

Guard rows, see borders 

Half-leaf method, 2:83 

Half-plaid squares, 9:157, and see ortho- 

gonal squares 

Harmonic analysis, 3:3 

Hematology, 1:20, 37; 3:50, 172; 4:141, 

143, 197, 200; 5:318; 6:184, 260, 282, 
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390, 435; 7:171, 185, 227, 331; 8:105, 
390, and see blood counts, blood 
groups, erythrocytes, serology 
Heredity, see genetics 
Heritability, 4:223, 263; 6:104; 9:336; 
10:312 
estimation of, 9:90; 10:166 
Hermite polynomials, 8:119 
Heteroscedasticity, see scedasticity 
Heterosis, 1:80; 2:75, 78; 3:180, and see 
overdominance 
Histogram, 1:73; 5:220; 8:85; 9:124, and 
see class mark 
bivariate, 2:97 
Homoscedasticity, see scedasticity 
Horticulture, 2:61, 76, 77, 78; 3:61, 139; 
6:145, 164, 168; 7:300; 8:89; 9:39, 412, 
428; 10:176, 387, 503, and see agron- 
omy, perennials, tree crops 
Hotelling’s T, 7:61, 9:20, 259; 10:518, 
and see multivariate tests 
Hypergeometric distribution, 
8:287, 391; 10:167, 308 
Hypothesis, 1:38; 2:76, 82; 3:56, 61, 173, 
181; 4:1, 80, 91, 249, 269; 5:162, 
172, 274, 280; 6:122, 169, 259, 400; 
7:114, 125, 354, 412; 8:35, 95, 96, 
238, 276; 9:176, 244, 389; 10:33, 
213, 311, 376, 517, and see models, 
tests 
linear, 2:7, 22; 3:28, 95; 4:177; 5:73; 
6:8; 7:1, 17, 71, 125; 8:2, 124; 
9:11, 131, 229, 529; 10:199, 291 
for variances, 7:17 
non-null, 6:191 
null, 1:8, 26, 70, 81; 2:13, 16, 18, 38, 
68; 3:96, 98; 5:77, 81, 265, 339; 
6:14, 178, 191, 299, 325, 372; 7:7, 
17, 250, 299; 8:85, 112; 9:20, 28, 
108, 416; 10:63, 92, 167, 170, 291, 
408, 417, 448, 483, 487, 521 
Identification, 5:88, 9:48 
Immunology, 1:21; 3:172; 5:277; 6:320; 
7:312; 8:177; 9:259; 10:171, 172, 173, 
195, and see serology, tuberculin 
Inbreeding, 1:27; 2:21, 75; 8:176; 9:344; 
10:164, 360 
Incomplete blocks, 1:12, 42; 2:30, 36, 
42, 55, 78, 83, 115; 3:69, 176; 4:54; 
5:1, 145, 285; 6:1, 44, 301; 7:117, 
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124, 125; 8:94, 95; 9:1, 31, 43, 59, 
306; 10:375, 391, 487, and see 
lattices, randomized blocks, Youden 
square 
doubly balanced, 7:117; 10:61 
table, 10:82 
balanced, 3:176; 4:103, 191, 213; 
6:302, 362; 7:6; 8:66; 9:43, 242, 263; 
10:61, 251, 301, 513 
partially balanced, 3:178; 6:193, 302; 
7:145; 8:66, 93, 122; 9:141, 261, 
263; 10:273, 304, 511 
table, 8:72 

Incomplete experiments, 2:61, and see 
missing values 

Incubation time, 6:344 

Independent variable, see regression 

Index of dispersion, 6:17, and see chi 
square 

Induction, see inference, 

Industrial research, 5:175, 190; 6:228, 
233, 290; 7:15, 102, 340; 8:17, 30, 75; 
9:151, 259; 10:186, 187, 262, 273, 306, 
and see accidents, chemistry, physical 
science, statistical control 

Infection interval, 5:243 

Inference, 1:8, 70; 2:17, 104; 3:8; 4:218; 

5:291; 6:189; 9:279; 10:308, and see 
conclusions, future action, tests 

fiducial, 9:470; 10:100 

Information, 1:38, 42, 78; 2:29, 43, 54, 

122; 3:36, 42; 4:54, 185, 238; 5:69, 
130; 6:2, 192, 194, 202, 221; 7:169, 
219, 264; 8:11, 20, 33, 87, 170, 221, 
334; 9:110, 175, 182, 198, 332, 469, 
487, 523; 10:64, 132, 208, 286, 335, 
405, 469, 539, and see analysis of 
variance, design of experiments, 
estimation, maximum likelihood, 
precision 

expected, 7:269 

interblock, 2:31, 35, 42, 55, 58, 115; 
3:69; 4:62; 5:155; 6:26; 7:148, 287; 
8:73, 93, 94, 122; 9:59, 146 

intrablock, 2:35; 3:69; 4:62, 109; 6:26, 
45; 7:148; 8:77, 122 

matrix, 6:188, 213; 7:250, 268; 9:261 

observed, 7 :269 

theory, 9:523 

Instrumental variate, 7:34; 8:269 
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Integral equations, 3:58; 4:139; 9:461 
Integration, 8:21 
Interaction, 1:11, 15, 16, 31, 37, 41, 55, 
85; 2:24, 26, 30, 62, 77; 3:10, 40, 50; 
4:54, 101, 132, 212, 243; 5:72, 145; 
6:15, 28, 51, 79, 234, 318, 366; 
7:13, 18, 324; 8:5, 58, 264; 9:3, 171, 
253, 264, 299, 414, 434; 10:21, 102, 
165, 187, 255, 267, 494, 505, and see 
analysis of variance, main effect, 
models 
as error term, 2:43; 3:91; 4:133; 6:10, 
319; 7:14, 109; 8:75, 238; 9:256, 337, 
416; 10:331, 346 
generalized, 4:57 
interpretation of, 9:388; 10:21 
minimized, 3:51 
of quality and quantity, 7:433; 9:387 
Intercept distribution, 4:9 
Interpolation, 2:121; 4:197; 8:51; 10:4, 
and see extrapolation, moving aver- 
ages, theory of errors 
Invariance, see information, variance 
Irrigation, 9:157 
Iteration, 1:39; 2:121; 3:166; 6:10, 182, 
223, 305; 9:179, 278; 10:156, 320, and 
see computation, least squares, maxi- 
mum likelihood 
J-shaped distribution, 3:60; 7:376 
Judging, 1:43, 48; 2:17, 76; 5:77; 6:1, 
206; 9:107; 10:302, 305, 375, 524, 
and see organolepsis 
contests, 2:67 
number of samples, 6:1; 9:31 
Kapteyn’s distributions, 3:174 
Karber’s method, 4:197; 5:85; 6:321, 413, 
432; 7:295; 10:150 
Kurtosis, 6:103; 8:332; 9:11; 10:429, and 
see moments 
Lagrange multipliers, 5:194; 7:28; 10:493 
Largest value, see extreme deviate 


Latent roots, 7:61; 9:389, and see 
matrices 

Latin rectangle, 3:70, and see Latin 
square 


analysis of variance of, 3:72 
Latin square, 1:13, 26, 31, 42, 48, 77; 
2:35, 41, 83, 87; 3:25, 28, 32, 70, 
139; 4:6, 61, 118, 123; 5:1, 71, 102, 
179, 305; 6:202, 289, 301, 318; 7:6, 
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261, 319; 8:169, 238; 9:3, 31, 158, 
416; 10:155, 184, 239, 262, 290, 400, 
507, and see cross-over design, Latin 
rectangle, orthogonal squares, qua- 
silatin square 
incomplete, 3:70; 6:302, and see Latin 
rectangle, in time, 2:87 
effect of previous treatment, 2:89; 
8:170 
systematic, 7:167 
Lattices, 1:13, 42; 2:36, 42, 55, 78; 3:176; 
4:54, 109; 5:144; 6:1, 34, 301 
balanced, 1:13; 4:108; 6:301; 9:43 
cubic, 1:13; 4:112; 5:144; 7:146; 8:123 
incomplete square, 6:34 
latinized rectangular, 8:73; 9:32, 43 
near-balance rectangular, 9:101 
quadruple, 6:301 
rectangular, 2:35, 115; 5:85; 6:25, 301; 
7:145; 8:93, 94, 123; 9:43, 101; 
10:292, and see latinized rec- 
tangular, near-balance rectangu- 
lar, triple rectangular 
unequal blocks, 7:287 
simple, 1:12, 13; 6:301; 7:145; 8:93; 
9:59 
square, 1:12, 13; 2:42, 58, 78; 4:115; 
6:301; 7:146; 8:94, 123 
three-dimensional, see cubic 
triple, 1:13; 2:36, 58; 4:60, 110; 6:301; 
8:135 
triple rectangular, 4:137; 5:1, 85; 
7:145; 9:422 
LD 50, see ED 50 
Learning theory, 4:98; 9:280°~ 
Least significant difference, 1:80; 2:31; 
3:79, 92; 4:214; 6:14; 9:43, 147; 10:167 
Least squares, 1:36, 57, 78; 2:22, 37, 43, 
94; 3:3, 8, 11, 163; 4:27, 178, 240, 
248; 5:207, 228, 246; 6:10, 120, 177, 
180, 187, 315, 397, 414; 7:106, 118, 
125, 233, 247, 309; 8:43, 91, 124, 
249, 384; 9:122, 131, 235, 291, 499; 
10:29, 64, 108, 181, 227, 255, 292, 
304, 335, 400, and see adjusted 
means, analysis of variance, curve 
fitting, estimation, fitting constants, 
fitting regression line, matrices, 
normal equations, residuals, theory 
of errors 
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damped, 9:505 
iterative computation, 9:205, 291 
Lee’s phenomenon, 1:76 
Life tables, 3:58, 59, 129; 4:51, and see 
acturial statistics, demography, Gom- 
pertz curve, mortality 
Life, expectation of, 8:91 
Likelihood, 7:28; 10:100, and see maxi- 
mum likelihood 
Likelihood-ratio estimate, 5:80; 6:378; 
7:19, 125; 8:95, 185; 9:20; 10:63, 377, 
492 
Limnology, 5:14, 28, and see fish, plank- 
ton 
Linear dependence, 2:23; 7:269, and see 
matrices 
Linearity, 1:9, 10, 38; 3:149; 5:88, 261, 
282, and see regression, tests 
test of, 1:75; 3:137; 4:104; 5:88, 211, 
266; 7:210: 10:213, 423 
Linkage, 1:28, 85; 4:265; 5:305; 7:270; 
8:173; 10:184, and see crossing over 
Linked block design, see chain blocks 
Logarithmic distribution, 5:162, 165; 
7:121; 8:178; 9:177 
Logarithmic normal distribution, 4:22; 
6:103, 104, 147; 8:271, 273, and see 
normal distribution 
discrete, 6:103 
Logistic curve, 1:39, 44; 3:173; 4:200; 
6:414; 7:247, 327; 8:249, 268; 9:266, 
271; 10:178, 227, 310, 398, and see 
growth, logit transformation, popu- 
lations 
Longevity, see life tables 
Long-term experiments, 1:16; 2:61; 
6:194, 241, 315; 7:21; 8:14; 9:428, 429; 
10:324, and see field experiments, 
perennials, rotation experiments, tree 
crops 
Mail surveys, 9:265, and see sampling 
Main effect, 1:31; 5:145; 6:315; 7:14; 
8:5, 264; 9:389, and see analysis of 
variance, interaction 
Markov, 6:339; 9:276; 10:361, and see 
stochastic processes 
Masking, 9:17 
Mass action, 7:332, 435 
Matching, see balancing, paired com- 


parisons 
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Mathematical biology, see biometry 
Matrices, 6:251, 335, 372; 7:269, 284; 
8:6; 9:49, 276, 499, 533; 10:365, 453, 
518, and see covariance matrix, 
Doolittle method, error matrix, 
Gauss multipliers, information ma- 
trix, Lagrange multipliers, latent 
roots, linear dependence, multi- 
variate analysis, simultaneous equa- 
tions 
inverse, 4:178, 245, 248; 6:180, 380; 
8:5, 339; 9:210, 237; 10:10, 306, 
346, 370, 519, 534, 547 
square-root method, 8:9 
stochastic, 10:347 
Maximum likelihood, 1:28, 76, 78; 3:26, 
97; 5:83, 85, 86, 130, 166, 207, 305; 
6:19, 104, 110, 129, 171, 187, 188, 
194, 212, 224, 361, 413, 482; 7:4, 
29, 120, 136, 240, 250, 268, 295, 
328, 404, 8:1, 16, 95, 179, 249, 271, 
279, 292, 316, 390; 9:33, 59, 96, 
177, 194, 198, 261, 279, 291, 321, 
365, 467, 485, 494, 501; 10:131, 178, 
184, 227, 303, 377, 395, 402, 460, 
488, 532, 545, 557, and see efficiency, 
estimation, information, minimum 
unlikelihood, theory of errors 
iterative computation, 5:83, 85, 131; 
6:104, 171, 212, 414; 7:29, 136, 268; 
8:24, 95, 179, 281, 317; 9:60, 96, 
467, 476, 489, 503; 10:145, 403, 491, 
533 
Mean, 2:73; 3:26, 43, 163; 5:288; 6:60, 
261; 7:9, 181; 9:75, 220, 523; 10:198, 
307, and see expectation, median, 
mode, moments 
adjusted, 1:11; 2:15, 31, 35, 36, 53, 78, 
118; 3:34, 69, 77, 84; 4:159, 177, 
244; 5:5, 156; 6:27, 46; 7:313; 8:75; 
9:146, 10:70, and see least squares 
geometric, 6:146 
harmonic, 5:306; 8:304 
of extremes, 5:288 
of function, 7:68 
semiweighted, 10:109 
weighted, 2:55; 3:78; 8:304; 9:59, 388, 
447; 10:108, 556, and see semi- 
weighted table, 10:110 
Median, 2:74; 6:190; 8:30, 201; 9:75; 
10:539, and see mean, mode 
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Median effective dose, see ED 50 
Medicine, 1:3, 52; 2:47, 98; 3:99, 109, 
123; 4:137; 5:81, 95, 127, 243, 277; 
6:181, 259, 303, 322, 395, 435; 7:126, 
309, 320, 340, 435; 8:90, 105, 113, 277; 
9:260, 320, 431; 10:160, 163, 171, 195, 
313, and see accidents, age distribu- 
tion, anthropology, cancer, case his- 
tories, chemotherapy, clinical, demog- 
raphy, diagnosis, digitalis, epidemi- 
ology, genetics, hematology, immu- 
nology, morbidity, mortality, nervous 
system, pharmacology, physiology, 
psychology, public health, serology, 
toxicology, tuberculosis, virology, 
wound healing 
Metameter, 5:261, 282; 6:101; 7:212, 
327; 8:18, 324; 10:305, 306, 531, 544, 
and see metric 
Metric, 1:27; 3:173; 4:4; 6:145; 9:11; 
10:130, and see metameter, scales 
Microbiological assay, 3:106; 5:280; 
8:376, and see bacteriology, bioassay 
Miller disc, 6:390 
Minimax estimation, 6:188, 194; 10:36, 
100 
Minimum chi square estimate, 1:39; 
5:85, 86, 166; 6:414, 432; 7:338; 
9:376; 10:148, 178, 227 
computation of, 5:86 
Minimum unlikelihood, 10:100 
Minimum variance estimate, 3:163; 4:66; 
6:28, 110, 224; 7:157; 8:92, 269; 9:91; 
10:400 
Missing values, 1:13, 14, 37; 2:35, 41, 94, 
116; 3:94; 4:125, 241; 6:188; 8:42, 
383; 9:256, 263, 425; 10:273, 298, 
400, and see censored data, dummy 
variates, fitting constants, rejection 
of data 
computation of, 2:41; 3:28; 8:46 
Mitscherlich’s law, 7:248; 9:498 
Mode, 1:73; 6:103; 9:191, and see mean, 
median 
Models, see biometry, components of 
variance, hypothesis, learning the- 
ory, peck order, regression, 
structure, theory of errors, trans- 
formations, variance related to mean 
biological, 9:176, 275 
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genetic, 4:255; 8:389; 9:96, 340; 
10:165, 237, 307 

least squares, 10:304 

mathematical, 1:27, 38; 2:74; 3: 4, 19, 
104, 137, 145; 4:49, 135, 140, 201, 
225; 5:65, 191, 214, 244, 261, 319; 
6:169, 181, 186, 250, 330, 342, 353, 
367, 437; 7:17, 99, 105, 115, 134, 
185, 227, 269, 300, 335, 408; 8:2, 14, 
173, 238, 264, 268, 271, 286, 315, 
390; 9:32, 59, 75, 92, 131, 203, 212, 
290, 305, 388, 412, 427, 465, 471, 
529; 10:62, 102, 305, 310, 375, 390, 
400, 408, 459, 480, 487, 517, 541 

physical, see mathematical 

probability, 6:286; 8:267 

statistical, 3:162; 4:168; 5:76; 6:434; 
.7:184; 8:217; 10:236 

stochastic, 9:278: 10:361 


Moments, 2:13, 68, 96; 6:28, 374; 7:140, - 


277, 360; 8:18, 278, 326; 9:179, 360; 
10:142, 152, 199, 397, 429, 464, 543 
factorial, 3:58; 7:360, 402 
generating function, 2:13; 6:30; 8:302, 
328; 9:223; 10:464, 543 
factoria!, 7:121, 391 
method of, 6:122; 7:142, 404; 8:20, 
280, 292, 329; 9:179, 376, 485, 494; 
10:548 
Morbidity, 1:3; 3:58, 109; 4:51; 5:82, 
243; 6:170, 172; 8:174 
Mortality, 1:4, 12, 76; 3:58, 109, 175; 
5:24, 34; 6:170, 252; 7:120, 155; 8:91, 
173, 271, 272, 300, 308, 339; 9:212; 
10:308, 313, and see acturial statistics, 
census, life tables 
Most probable number, 6:105, 121, 127 
Moving averages, 6:318, and see inter- 
polation, time series, trend 
estimation, 4:197; 6:414, 432; 7:302; 
8:51, 250 
Multifactor design, 9:304 
Multinomial distribution, 2:12; 6:20, 
186; 7:115, 269; 8:62, 114, 295, 389; 
10:184, and see binomial 
Multiple classification, 2:21; 7:1 
Multivariate analysis, 3:3, 51; 4:50; 
5:78, 81; 6:190, 259, 303, 372; 7:37, 
106; 9:20, 259; 10:208, 518, and 
see analysis of variance, discrimi- 
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nant function, D statistic, factor 
analysis, Hotelling’s T, matrices, 
multivariate distribution, multi- 
variate tests, quadratic forms 
computation, 6:268, 305, 373; 7:39; 
10:209, 519 
confidence limits, 7:53 
homogeneity of error matrices, 6:386 
Mutation, 7:133, 336; 8:86; 9:260; 
10:373, and see radiology 
social, 6:337 
Natural selection, 1:7, 74; 6:353; 7:119, 
and see evolution, genetics 
Nervous system, 3:182; 4:91, 140, 144, 
153; 7:123; 8:37, 174, 267, 389; 9:279, 
305, and see neural net, physiology, 
psychology, reaction time 
Neural net, 4:93; 6:183; 9:279, and see 
model, nervous system, random net 


_Newton’s method, 9:321 


Nomography, 1:32, 40, 43; 3:62; 5:322, 
330; 7:200; 10:320, and see com- 
putation, graphics, slide rule 

table for construction, 5:334 

Non-numerical data, 2:123; 3:50; 5:79, 

and see coding, contingency, scores 

Non-orthogonal design, 10:513 

Nonparametric tests, 1:80; 3:119; 6:177, 
407; 7:36, 116; 8:14, 29, 33, 295; 
9:109, 260; 10:62, 303, 532, and see 
order statistics, ranks, sign test 

efficiency of, 1:81; 6:282 
of trend, 6:282 

Normal distribution, 1:74, 124; 3:14, 22; 
4:95; 5:325; 6:145, 174; 7:233, 337; 
8:18; 10:227, 429, and see Galton’s 
quincunx, Hermite polynomials, log- 
arithmic normal distribution, nor- 
mality 

bivariate, 1:71, 86; 2:101; 4:21, 50; 
6:410; 9:261, 460; 10:542, 550 
circular, 9:460 
cumulative, 1:44; 8:268 
multivariate, 10:518 
truncated, 5:84; 6:187; 8:19, 319; 
9:122, 261, 489 
tables, 9:490; 10:539 
Normal equations, 2:22, 35; 3:177; 
4:178, 240; 7:11, 236, 249, 338; 9:293, 
393; 10:65, 268, 274, 303, 336, and 
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see least squares, matrices, observa- 
tion equations 

Normality, 5:261, 279, and see g sta- 

tistics, normal distribution 
departure from, 3:26; 5:265, 279 
deviation from, 8:117 
non-normality, 3:23, 32; 5:109; 6:145, 
191, 408; 7:6 
test of, 1:76; 2:96; 8:18; 10:544 

Nuisance parameters, 7:5, 19, 
10:304, 378 

Nutrition, 2:27, 58; 4:49, 213, 267; 
5:178, 250, 289: 6:282, 304, 319; 7:39; 

8:92, 387; 10:302, and see vitamins 

Obituaries, 2:31, 4:276; 7:221; 9:114 

Observational equations, 2:7, 22; 9:392, 
and see least squares, normal equations 

Odor, see organolepsis" 

Operating characteristic, 5:84; 6:63; 
7:365; 8:300, and see sampling, sta- 
tistical control, tests 

Opinion research, 9:286, and see psy- 
chology, rumors, sampling 

Optimum catch, 5:14, 213, and see fish 

Optional stopping, 10:94 

Order statistics, 6:177, 192; 8:40, and 
see extreme deviate, nonparametric 
tests, ranks 

Organic variation, see biological varia- 
tion 

Organolepsis, 2:123; 4:80; 5:337; 6:1, 

102, 206; 7:64; 8:75, 95, 96, 218; 
9:22, 39, 107, 264, 296; 10:61, 167, 
375, and see fatigue, food tech- 
nology, judging, masking, psychol- 
ogy, scores, taste blindness, triangle 
test 

flavor, 2:13; 3:104; 6:1; 9:1; 10:391, 
521 

number of samples, 6:1 

odor, 2:11; 6:1 

Ornithology, 3:59 

Orthogonal arrays, 
orthogonal squares 

Orthogonal functions, 
9:395; 10:338 

Orthogonality, 7:33, 47; 9:227, 260, 304, 

468, 531; 10:184, 240, 255, 328, 341, 
and see comparisons 


125; 


6:179, see 


2:28, 29, 61: 
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non-orthogonality, 1:77; 5:72; 9:227; 
10:513 
Orthogonal polynomials, 1:10, 20; 2:29, 
61, 132; 6:180, 317, 384; 9:306, 392, 
429, 434, 473; 10:171, and see curve 
fitting 


Orthogonal squares, 6:180, and see 


Graeco-latin square, _half-plaid 
square, Latin square, orthogonal 
arrays 


completely, 4:111; 7:168; 8:73; 9:102 
Overdominance, 4:263; 6:104, 219; 7:18 
Pairing, see balancing, paired compari- 

sons 
Palatability, see organolepsis 
Parallelism, test of, 1:58; 3:80; 4:104; 

5:266; 7:210, and see regression 
Parallelogram design, 9:467 
Parasitology, 3:89; 6:59, 345; 7:310; 

9:190, 460; 10:107 Me 
Partitions, 1:81; 6:19; 10:362 

tables, 1:81 
Path coefficients, 1:75; 9:347; 10:347, 359 
Pearsonian distributions, 3:25, and see 

gamma distribution, Type VI distri- 

bution 

Peck order, 6:104, 330; 9:283 

Percentages, see proportions 

Percantile, 2:74, and see quantile 

Perennials, 2:61; 3:139; 10:503, and see 
field experiments, long-term experi- 
ments, tree crops 

Permutation tests, 10:303, and see non- 
parametric tests 

Pharmacology, 1:57; 2:34, 58, 82, 87, 95; 

3:173; 4:153, 269, 271; 5:83, 289; 

6:322; 7:123, 171, 227; 8:206, 218, 

232; 9:263, 305, 431; 10:160, 246, 435, 

and see analgesia, chemotherapy, 

digitalis, selection of dosages, toxi- 
cology 
Phylogeny, 7:121, and see taxonomy 
Physical science, 2:103; 7:102, 257, 330; 

8:386; 9:127, 275; 10:19, 103, 273, and 

see Brownian motion, chemistry, 


industrial research, radiology, spec- 
trography 

Physiology, 2:55; 3:65, 99, 173; 4:49, 100, 
141, 153, 163, 269; 5:49, 71; 6:169, 172, 
183, 395; 7:122, 185, 227, 275, 284, 
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301, 336; 8:37, 175, 186, 206, 267, 
389, 390; 9:267, 431; 10:221, 307, 313, 
442, and see endocrinology, medicine, 
nervous system, nutrition, respiration, 
threshhold 
phytopathology, see plant pathology 
Pitman and Morgan F test, 1:71; 2:55 
power of, 1:71 
Placebo, 2:87, 95; 8:218, and see selection 
of experimental units 
Plankton, 1:49; 6:142; 9:190 
Plant breeding, 1:13; 2:28, 36, 75, 77; 
3:180; 4:75, 120, 261; 5:252; 6:146, 
166, 200, 226, 318; 7:18, 39, 75; 9:39; 
10:240, 298, and see animal breeding 
Plant pathology, 1:41; 2:81; 6:344, and 
see fungicides 
Plant physiology, 6:174 
Plot size and shape, 6:202; 7:300; 9:158, 
414; 10:175, 503, and see block size, 
borders 
Poisson distribution, 1:43, 44, 51, 76, 85; 
2:2, 76, 82, 97; 3:32, 41, 90, 166; 
4:95; 5:83, 129, 162, 165; 6:17, 180, 
193, 291, 391; 7:355, 395; 8:55, 178, 
287, 384; 9:176, 209, 320, 354, 427; 
10:135, 167, 224, 229, 248, 304, 419, 
486, 524 
compound, 7:400; 8:275 
double, 9:192 
modified, 6:173 
Thomas double, 6:103; 9:192 
truncated, 4:137; 8:275; 9:485; 10:402 
tables, 10:405 
Polya distribution, 2:76; 6:103; 9:192 
Pooling, 1:61, 63; 2:58; 3:25, 31; 4:272; 
5:176; 6:270, 285; 7:79, 289; 9:339; 
10:106, 458 
multivariate analysis, 6:386 
Populations, 1:7, 11, 27, 44, 73, 77; 2:1, 
48, 76, 3:58, 59, 113, 145, 193; 4:21; 
5:76, 78, 80, 115, 213; 6:103, 146, 
219, 250; 7:275, 300, 301, 332; 8:17, 
269, 271; 9:47, 109, 117, 212, 278, 
336; 10:362, and see demography, 
distributions, fish, statistical gen- 
etics 
estimates, 3:145; 8:89, 272, 391; 10:181 
finite, 1:69; 2:11; 3:119; 5:205; 7:3, 98, 
156, and see sampling 
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management, 1:31, 75; 5:14, 116, 213, 
and see ecology 
virtual, 5:32 
Poultry, 1:11, 25, 62; 2:34; 3:89; 4:213, 
240; 5:176, 178, 250, 264, 277; 
7:126, 215; 9:256; 10:103, and see 
peck order 
egg production, 2:56; 4:223 
egg shape, 9:336 
Precision, 1:10, 14, 30; 2:28, 53, 78; 
4:108, 127, 197, 230; 5:68, 142, 189, 
307, 331; 6:107; 7:85, 102, 203, 315; 
8:85, 170, 177, 244; 9:59, 158, 177, 
293, 452, 531; 10:109, 261, 286, 
294, 301, 503, and see information 
of measurement, 7:36; 8:235 
Prediction, 1:87; 2:61, 102; 3:181; 4:13, 
50, 141, 184, 247; 5:14, 38, 207; 
6:398; 7:75, 365, 374; 8:29, 272; 
9:47, 261i, 530; 10:309, and see 
conclusions, inference, judging, re- 
gression 
accuracy of, 6:184 
Preferences, see organolepsis 
Probability, 1:81; 2:12, 38, 49, 82, 106; 
3:119, 162: 4:2, 99; 6:109, 163; 
6:20, 63, 106, 128, 332; 7:134, 180, 
276, 392; 8:91, 173, 199, 222, 279; 
9:54, 177, 266, 276, 321, 523; 10:63, 
94, 131, 229, 402, 459, and see 
characteristic functions, distribu- 
tions, proportions, random vari- 
ables, sampling, tests 
combination of, 9:16 
conditional, 8:295; 10:347, and see 
conditional distribution 
generating function, 7:391; 9:277, 357 
inverse, 5:292; 6:109 
paper, 2:74; 5:339; 6:180; 7:302, 328 
posterior, 10:100 
transition, 10:348, 361 
Proportions, 1:42, 43; 3:45, 56; 4:211; 
6:178, 298, 390; 8:1, and see binomial 
distribution 
Pseudo-effects, 5:145 
Pseudofacior, 9:297 
Pseudofactorial design, 2:115; 4:54, 110; 
5:1, 145; 6:35; 9:299 
Pseudovariate, see dummy variates 
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Psychology, 2:73, 87, 103, 124; 3:99; 
4:98, 140; 5:76, 78, 79, 80; 6:1, 184, 
262, 435; 7:36, 114, 275, 341; 8:169, 
218, 268, 290; 9:4, 287; 10:94, 302, 
313, 442, and see accidents, attenua- 
tion, case histories, communications, 
factor analysis, judging, learning 
theory, medicine, nervous system, 
opinion research, organolepsis, peck 
order, placebo, reaction time, reli- 
ability, rumors 

Public health, 1:52; 3:110, 123; 5:82, 95, 
96; 7:309; 8:174; 10:119, 185, and see 
epidemiology, medicine 

Quadratic forms, 6:185, and see multi- 
variate analysis 

Quadrat sampling, 1:31, 47; 5:163; 
9:189, 369; 10:402, and see ecology 

Qualitative data, see non-numerical data 

Quality, see interaction of quality and 
quantity, organolepsis, statistical con- 
trol 

Quantal response, 1:60; 2:34, 95; 3:62, 
175; 4:91, 197; 5:83, 274, 288; 6:328; 
7:120, 333; 8:19, 95, 179; 9:467; 
10:130, 178, 185, 306, 534, 556, and 
see bioassay, models 

Quantification, see scales 

Quantile, 8:30; 9:47, and see percentile, 
quartile 

Quantitative analysis, 3:61; 4:234; 5:195, 
329; 6:118; 7:102; 8:85, 264; 9:87, 
135; 10:407 

Quartile, 3:56; 8:288, and see quantile 
computation of, 3:57 

Quasifactorial design, see factorial ex- 
periments, lattices 

Quasilatin square, 9:158 

Radiology, 2:97; 3:60; 4:139; 6:123, 169, 
184; 7:126, 336; 8:86, 90. 339; 9:201, 
280; 10:282, 371, 455, and see muta- 
tion, Poisson distribution 

Randomization, 2:18, 29; 3:19, 24, 33, 

72, 176; 5:145, 178, 279; 6:35, 201, 
317; 7:47, 288, 309; 8:75, 171, 189, 
219, 234; 9:300; 10:184, 299, 522, 
and see selection of data 

angular, 9:260, 305 

restricted, 6:323 
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Randomized blocks, 1:13, 16, 31, 42, 85; 
2:7, 15, 16, 31, 36, 41, 54, 61, 78; 3:25, 
40; 4:54, 103, 192, 234, 244; 5:145, 
169, 174; 6:44, 301; 7:115, 316; 8:42; 
9:31, 306, 416; 10:400, 516, and see 
balancing, incomplete blocks, inter- . 
block error, interblock information, 
split plots, systematic designs 

Random mating, 4:254; 7:18 

Random net, 9:280 

Random numbers, 5:106, and see random 
sampling 

Random process, 4:3; 8:173, and see 
stochastic processes 

Random variable, 2:106; 3:9, 57, 165; 
5:191; 6:14, 190, 193, 194, 284; 7:18; 
8:13, 124, 287; 9:49, 275, 469; 10:178, 
460 

Random walk, 1:7; 9:281, 460, and see 
random net 

Range estimate of variance, 2:73; 5:288, 

331; 6:437; 7:222; 9:79, 523 
table, 9:89 


Range, significance of, see tests 


Ranks, 1:44, 80; 2:38, 67, 76, 3:47, 104, 
119, 138; 6:1, 177, 282; 7:114, 125; 
8:33, 95, 96; 9:31, 45, 108, 260, 264; 
10:63, 375, 391, 487, and see birth 
rank, nonparametric test, order 
statistics, scores, transformations 

rank tests, power of, 9:32 
tables, 1:81; 3:121; 6:285; 8:37 
tied, 1:80; 8:38, 114; 9:109; 10:64 

Rate, average, 3:55 

Reaction time, 3:172, 182, and see 

nervous system, psychology 

Recombination, 1:28; 4:1; 6:221; 10:164, 

and see linkage 

Rectangular distribution, 3:119, 194; 

8:116; 10:182 
Recurrence formulas, 9:356 
Reed-Muench method, 4:197; 6:413, 
432; 7:295; 10:147 

Regression, 1:15, 27, 31, 58, 75, 86; 2:15, 
27, 37, 83, 101; 3:3, 8, 36, 47, 55, 
57, 97; 4:22, 157, 182, 247, 255; 5:68 
87, 123, 140, 175, 237, 245, 261; 6:3, 
184, 329; 7:64; 8:19, 115, 384; 
9:90, 392; 10:212, and see adjusted 
means, canonical analysis, correla- 
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tion, covariance, error regression, 
fitting regression line, orthogonal 
polynomials, prediction, scatter dia- 
gram, scedasticity, statistical con- 
trol, structure, trend 
asymptotic, 5:320; 7:247; 9:498, and 
see exponential regression 
tables, 7:254; 9:514 
adjustment, 1:30; 2:53; 3:34, 
7:186; 9:267, 312; 
analysis, 3-61; 6:294; 7:33; 8:89, 115; 
9:90, 170, 267, 304; 10:56, 173, and 
see analysis of covariance 
both variables subject to error, see 
fitting regression line 
coefficient, 2:102, 105; 5:69; 6:168; 
7:45; 8:269; 10:178 
biased, 9:528 
nonsignificant, 1:59 
coefficients equal, 4:250 
curvilinear, 1:9, 10, 31, 41, 44; 2:25, 
28, 61, 63; 3:137; 4:106, 132, 175, 
182; 5:51, 68, 282; 6:5, 120, 166, 
294, 384; 7:234, 301, 324; 8:89; 
9:307, 388, 401, 445, 473; 10:184, 
558, and see asymptotic, exponential 
hyperbolic 
dependent variable, 2:15, 4:27; 5:73; 
6:303 ; 9:267 
deviations from, 1:86; 3:8; 5:179; 6:296 
direct, 2:109 
equation, 3:103; 4:247; 5:228; 6:5; 
7:187, and see regression line 
exponential, 3:149; 7:126, 135, and 
see asymptotic regression 
heterogeneity of, 1:11; 2:28; 3:61; 
4:132, 167; 6:329; 7:193; 9:475 
homogeneity of, 3:66 
hyperbolic, 2:63 
independent variable, 2:15, 109; 4:27, 
49; 5:73, 179 
affected by treatments, 6:166, 303; 
751 
integral, 2:29 
intercept, 3:61, 66; 5:229; 6:210; 7:261; 
8:89 
internal, 7:187 
inverted, 2:109 
line, 2:105; 4:159; 8:269; 9:119, and 
see regression equation 
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model, 8:374 
multiple, 3:3; 4:50, 160; 5:119; 6:185, 
251; 7:33, 64, 118, 188, 249, 301; 
8:95, 372; 9:467, 528; 10:29, 306 
nonlinear, see curvilinear 
of variance, 9:267 
on time, 2:29, 61; 6:282 
partial, 2:23, 29; 5:175; 6:168, 293; 
7:198; 9:528; 10:213 
polynomial, 2:28; 3:137; 6:180, 230, 
317, 437; 7:188, 247; 9:306; 10:4, 28 
selected data, 2:103; 3:55 
transformation, 1:43 
weighted, 10:434 
Rejection area, 1:70; 2:17; 6:63; 8:185, 
299; 9:25, 10:311, and see accept- 
ance area computation of, 6:62; 8:185 
Rejection of data, 2:41, 95; 3:27; 4:270; 
8:243; 9:12, 74, and see gross errors, 
missing values, selection of data 
test for, 3:27; 9:84 
Reliability, 7:61 
Replication, 1:13, 50; 2:18; 3:61, 176; 
4:54, 110, 215, 237; 5:178, 195; 
6:290, 302; 9:148; 10:175, 506 
fractional, 4:59; 5:73; 6:228, 233, 319; 
9:295; 10:4, 45, and see aliases, 
defining contrast 
hidden, 6:234 . 
in time, 1:16; 6:229, and see cross-over 
design, Latin square in time, rotat- 
ing factors 
Reproductive rate, see birth rate 
Research in statistical methods, 1:6, 23, 
53; 2:33; 3:24; 6:75, and see sampling 
studies of statistical problems 
Residual effects, see carry-over effect 
Residuals, see theory of errors 
Respiration, 6:183 
Response rate, 9:265; 10:91 
Response surface, 10:16 
Response time, see time response 
Reversal experiments, see cross-over 
design 
Risk function, 10:169, 318 
Robertson’s equation, 2:37 
Rotating factors, 6:312, and see replica- 
tion in time 
Rotation experiments, 10:324, and see 
long-term experiments 
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Rumors, 8:268; 9:285, and see epidemi- 
ology, opinion research, psychology 
Sample size needed, 2:35, 95, 120; 6:107, 

167, 174, 182, 294, 325, 402, 424; 
7:7, 157; 10:32, 168, 317, 420, and 
see average sample number, organ- 
olepsis 
tables, 10:320 
Samples, small, 6:113, 414; 7:136; 10:485 
Sampling, 1:43, 47, 49; 2:48, 77; 3:8, 19, 
163, 193; 6:59; 7:83, 97, and see 
census, components of variance, 
design of experiments, distributions, 
field sampling, mail surveys, oper- 
ating characteristic, opinion re- 
search, quadrat sampling, response 
rate, soil 
balanced, 8:110 
correlation in, 5:172 
cost of, 1:34, 67; 2:2, 10; 4:231, 237; 
5:189; 6:402; 7:93, 157 
double, 1:29; 6:66; 7:275; 10:94, 167, 
317 
ecological, 3:158 
error, see variance 
experiments, see sampling studies 
grab, 4:234 
inverse, 6:291; 7:300; 8:286; 10:89 
multiple, 8:286 
multivariate distribution, 8:94 
nested, 5:189 
optimum, 4:239; 5:189; 7:86; 8:270 
panel, 8:270 
probability, 8:91 
random, 1:29, 77; 3:101; 4:223; 8:94 
schedule, 7:95 
selective, 1:76; 2:48; 3:101, 193 
sequential, 6:59; 7:300; 8:286; 9:191; 
10:89 
stratified, 1:48; 3:158; 5:174, 205; 
7:155, 301; 10:103 
studies of statistical problems, 3:24; 
5:106; 7:338; 9:87, 447; 10:178, 
303, 305, 466 
surveys, 3:117; 5:82, 165; 8:10, 92, 
100, 183, 245, 386; 10:91, 479 
systematic, 1:29, 48; 2:3; 3:102; 4:223 
time series, 9:264 
Sanitary engineering, 6:117, 127, and 
see bacteriology, chemistry 
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Scales, 3:50; 5:77, 80; 6:1, 145; 7:114, 
122; 9:29, 109; 10:166, 481, and see 
fish, metric, scores 

Scatter diagram, 5:30, 41, 51, 122, 172, 
230, 238, 247 

Scedasticity, 3:12; 4:25; 5:261, 283; 
6:10, 101, 377; 7:366; 9:471, and see 
homogeneity of variance 

Scores, 1:43; 2:11, 68, 124; 4:272; 5:78, 

340; 6:1, 178, 213, 221, 227; 7:114, 
268, 380; 8:7, 112; 9:1, 24, 40, 118, 
180, 197, 264, 267; 10:131, 184, 
309, 376, 435, and see discriminant 
function, organolepsis, ranks, scales 

analysis of, 3:50; 9:29; 10:63 

for ranks, 1:80; 3:49; 9:29 

Selection, see balancing, design of ex- 

periments, genetic selection, natural 
selection, optional stopping, ran- 
domization, rejection of data, sampl- 
ing 

of comparisons, 1:26; 3:28, 139, and 
see tests of results suggested by data 

of data, 2:103; 3:55; 5:46; 7:47, 104; 
8:243; 9:193, 265; 10:387, 549 

of dosages, 5:83, 289; 8:219, 246; 
9:263, 306, 332, 428, and see selec- 
tion of levels 

of experimental units, 1:31; 3:19, 175; 
4:211; 5:178, 279, 301; 8:169, 214, 
234, and see placebo 

of judges, 4:81 : 

of levels, 7:252; 9:428, and see selection 
of dosages 

of method of statistical analysis, 6:319 

‘of parameters, 8:17 

of significance level, 1:50; 8:196 

Semiweights, 10:109 

Sensory tests, see organolepsis 

Sequential experiments, 2:113; 6:59, 228, 
230, 245; 8:183, 188, 286; 9:24, 262, 
428, 523; 10:5, 30, 89, 169, 317, and 
see average sample number, design of 
experiments 

Serology, 1:20, 37; 3:50, 70, 173; 4:141, 
143, 197; 5:277, 289; 6:323, 345; 9:61; 
10:172, 445, and see blood groups, 
complement fixation, hematology, im- 
munology 
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Service, computing and consulting, 1:6, 
23, 47, 53, 83; 2:33, 71; 5:256 
presentation of results, 10:54 
Sex ratio, 2:58; 3:100; 5:49, 86; 8:388; 
9:212; 10:93 
Sheppard’s correction, 1:76; 8:18; 10:157 
Shrimp, 8:323 
Significance, see selection of significance 
level 
nonsignificance, 1:8; 2:113; 6:148, 294 
Significant cut, 7:50 
Sign test, 1:81; 2:95; 8:295; 9:109; 
10:487, and see nonparametric tests 
Simultaneous equations, see matrices 
nonlinear, 1:11 
solution, 2:23; 4:240 
Skewness, 2:68, 73; 3:25, 174; 5:263, 287; 
6:14, 103, 114, 174; 8:332; 9:11; 
10:183, 196, 429, 543, and see moments 
Slide rule, probit, 1:46, and see computa- 
tion, nomography 
Sociology, 2:70; 5:77, 86; 9:283, and see 
communications, economics, mutation, 
opinion, peck order, psychology, rumor 
Soil heterogeneity, 1:13; 3:34; 4:113; 
6:318; 10:103, and see agronomy, field 
experiments 
Soil sampling, 1:77; 5:174; 8:386, and 
see field sampling 
Soil science, 1:27, 30; 2:5, 28, 64; 3:29; 
7:301; 9:189 
Soil treatment, 10:291 
Spectrography, 9:135 
Split plots, 1:14, 16, 31; 2:43; 4:118, 211; 
6:164, 301, 368; 9:31, 157, 298, 429, 
533 
Staggered design, 4:195 
Standard deviation, see variance 
Standard error, see variance 
Standard variety, 1:13, 14; 2:30; 6:202, 
and see check plot 
Statistical control, 4:157; 5:77, 175; 
6:435; 8:169; 9:260, and see analysis 
of covariance, concomitant vari- 
ables, control chart, cross-over ex- 
periments, operating characteristic, 
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of gradient, 10:282 

of quality, 1:10; 4:125; 5:83; 6:229; 
7:15; 9:259; 10:317 
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Statistics curricula, 1:5, 22, 33, 52, 65, 
83; 2:32, 70, 98; 3:179; 4:87, 220; 5:94, 
96, 344; 6:87, 231; 7:130, 449; 8:100; 
9:116, 273, 518, 538; 10:160, 161, 162, 
192 

Steepest descent, method of, 9:65, 10:6, 
30 

Stochastic processes, 3:164, 174; 4:99; 
5:89; 6:92, 219, 251; 7:121, 358; 9:212, 
260, 275; 10:22, 201, 347, 361, and see 
correlated errors, economics, Markov, 
random processes, time series 

Structure, 7:36; 10:308 

Studentized extreme deviate, 5:107 

Student’s t, see t test 

Subjective evaluation, see judging, or- 
ganolepsis, psychology 

Successive approximation, see iteration 

Sufficient statistics, 6:17; 7:338; 8:173, 
292, 391; 9:463; 10:150, 170, 178, and 
see efficiency, estimation 

Surveys, see sampling 

Survival curve, 9:201; 10:371, 531, and 
see wear curve 

Survival time, 3:175; 6:99, 104, 120; 
8:37, 90, 271, 308; 10:555 

Switchback design, see cross-over design 

Symmetry, 5:81; 6:259 

Systematic designs, 6:318; 7:167, 309; 
8:169, and see randomization 

Tables, miscellaneous, 1:69; 2:4, 12, 68, 

69; 3:41; 5:86, 106; 6:115, 354; 
7:219, 281; 8:200, 279, 305; 9:324, 
450, 487; 10:29 

graphical, 6:426; 7:206; 10:55, 320 

Taste blindness, 1:21 

Taste tests, see organolepsis 

Taxonomy, 1:39, 55, 74; 6:184; 7:182; 
8:172, 177; 9:117, 176, and see evolu- 
tion, genetics, phylogeny 

Teaching of statistics, 5:96; 6:85, and 

see statistics curricula 
aids, 2:97 
methods, 5:95 
Tests, 3:3, 22, 40, 137; 4:214; 5:75, 84, 
236; 6:14, 17, 100, 114, 179, 192, 
237, 298, 400; 7:13; 8:11, 36, 275; 
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9:11, 45; 10:92, 167, 375, 479, and 
see acceptance area, analysis of 
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levels, chi square, conclusions, con- 
fidence limits, duo-trio test, F test, 
future action, goodness of fit, g sta- 
tistics, Hotelling’s 7’, inference, least 
significant difference, likelihood 
ratio test, nonparametric tests, 
nuisance parameters, null hypothe- 
sis, operating characteristic, ranks, 
rejection area, rejection of data, 
sign test, significance, significant 
cut, small samples, studentized 
extreme deviate, triangle test, t test 
approximate, 1:26; 5:75, 84, 101, 211; 
6:308 
choice of, 7:51 
combination of, 1:84; 3:125; 5:338; 
9:76, 255; 10:433 
combinatory, 10:311 
composite, 5:75; 7:18, 73; 9:531; 
10:410 
compound symmetry, see symmetry 
tests 
destructive, 6:229 
distribution-free, see nonparametric 
efficiency, 1:81; 6:167 
exact, 3:19; 5:101; 6:299; 8:116; 9:305; 
10:73, 420, 446. 516 
interpretation of, 1:8, 26, 38, 70; 2:10, 
14, 16, 27, 29, 38, 47, 56, 95, 107, 
118, 123; 3:98; 4:264; 7:299, 312; 
9:396; 10:417, 445 
logic of, 1:47, 51; 2:29 
metal, see psychological 
multiple, 5:84; 9:262, 531; 10:168, 447 
multivariate, 4:50; 5:78, 81; 6:259, 
308, 374; 7:51; 9:20; 10:211 
non-normal data, 2:73; 5:242; 6:191; 
10:303 
normality, 8:18 
of significance of 
correlation, 1:71; 2:27; 3:54; 4:163; 
6:251 
difference, 6:114 
difference between adjusted means, 
2:46, 54, 58; 4:244 
difference between means, 1:74; 
5:100; 8:33 
difference between proportions, 
2:95; 3:100 
difference between regressions, 3:47 


differential viability, 7:271 
dominance deviation, 4:263 
extreme deviate, 3:28; 9:84; 10:425 
table, 9:89 
fitted constants, 2:23 
largest value, see extreme deviate 
largest difference, 1:26; 5:99, 250; 
7:299 
linearity of regression, see linearity 
mean difference, 2:95 
multiple correlation, 2:27 
non-additivity, 5:84 
non-normality, 3:26 
range, 1:26; 2:16 
regression, 2:62; 4:160, 249; 6:282; 
8:115, 384 
regression intercept, 3:66 
results suggested by data, 5:100; 
6:166; 9:74, 534; 10:425 
trend, see regression 
one-sided, 1:60; 3:25, 119; 8:204, 391; 
10:70, 543, and see two-tailed tests 
power of, 1:49; 3:22; 6:179, 189; 8:222, 
391; 9:75, 84; 10:142, 303, 417, 449, 
479 
psychological, 5:77, 78; 8:388; 9:265, 
267 


range, 9:262, and see tests using range 


robust, 10:303 

sensitivity, 6:229 

sensitivity of, 2:96; 3:22; 5:176; 6:305; 
10:417, 458 

sequential, 6:61; 10:311 
power of, 10:312 

studentized, 5:101 

successive, 5:100 

symmetry, 5:81; 6:259 
tables, 6:280 

transformations, 5:284 

two-tailed, 1:70; 2:56; 3:24; 4:264; 
6:286; 7:19, 222; 8:36, 391, and see 
one-sided tests 

using range, 5:105, 333 

validity of, 2:18, 47; 8:170; 10:290, 
401, 436, 479 

variances heterogeneous, 6:14; 10:303, 
and see Behrens-Fisher test 

z, see F test 


normal deviate, 1:60; 6:412; 7:26; 
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random, 5:106 
Tetrads, 4:11; 6:182; 7:60 
Tetraspores, 7:118 
Theory, see hypothesis, model 
Fhreshold, 8:15, 175, 388, 389, 390; 
9:263, 279; 10:185 
Time response curve, 3:172; 4:166; 6:99, 
174, 344; 7:120; 8:13, 307; 9:445; 
10:531, and see dose response curve, 
extinction time 
tables, 8:353 
truncated, 7:120; 10:531 
Time series, 1:16; 3:57; 5:243, 337; 
6:176, 191, 283, 364, 437; 9:264, and 
see correlated errors, cycles, econom- 
ics, harmonic analysis, moving aver- 
ages, stochastic processes 
Toxicology, 1:4, 42, 48, 80, 85; 2:57; 
3:44, 172; 5:83; 6:298, 326; 7:120, 321; 
8:13, 249, 311; 10:143, 155, 291, 310, 
and see bioassay, pharmacology 
Transformations, 1:85; 2:76; 3:26, 39, 
174; 4:91, 197, 211; 5:73, 86, 166, 
237, 261, 282; 6:145, 180, 210, 343, 
345, 437; 7:120, 212, 235; 8:249; 
9:50, 191, 209, 427; 10:62, 130, 563, 
and see additivity, analysis of 
variance, bioassay, canonical analy- 
sis, logistic curve, models, variane 
of function 
angular, 1:15, 43; 3:45, 62; 6:10, 180, 
321; 8:2; 9:45, 467; 10:130, 447 
table, 9:470 
are hyperbolic sine, 3:43; 9:384 
arc sine, see angular transformation 
by differencing, 6:364 
choice of, 8:2; 10:564 
effect of, 2:74; 3:174 
empirical, 10:137 
equivalent deviate, 9:467 
inverse sine, see angular transforma- 
tion 
legit, 6:357; 10:131 
table, 6:357 
linear, 6:378 
logarithmic, 1:11, 43; 2:74; 3:25, 39, 
43, 195; 5:72, 264; 6:114, 146; 
7:113, 174; 8:217; 9:290, 425; 
10:196, 263, 412, 532, 564 
log (z + c), 2:74; 10:147, 564 
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logit, 1:39; 3:49, 62; 4:199; 6:321, 359, 
432; 7:302, 327; 8:8; 9:471; 10:131, 
148, 228, 310, 399, 443 
loglog, 5:130; 10:131 
table, 5:136 
normal deviate, 3:49, 104; 9:32, 108 
of percentages, 3:49 
of ranks, 2:76; 9:32, 108; 10:392, 525 
probit, 1:31, 39, 41, 42, 57; 3:41, 47, 
62; 4:199; 5:83, 85, 86, 130; 6:225, 
321, 359, 413, 424, 432; 7:302, 
327; 8:2, 18, 96, 120, 179, 249, 
310; 9:329, 468; 10:130, 173, 228, 
306, 310, 314, 399, 443, 534, 556 
slide rule, 1:46 
tables, 5:85, 86; 6:426 
reciprocal, 6:101; 10:532 
rectangular, 9:471 
selection-diffusion, see legit trans- 
formation 
square-root, 1:43, 85; 2:74; 3:41, 91; 
6:180; 7:174; 8:384; 10:135, 446 
table of, 3:52 
triangular, 6:186 
z, 3:45, 98, 127; 8:2; 10:137 
Tree crops, 6:164, 168; 8:89; 9:428, 429; 
10:176, and see field experiments, 
long-term experiments, perennials 
Trend, 1:38; 2:5, 61; 3:137, 154; 4:184; 
5:41, 76; 6:229, 241, 282, 312, 218; 
9:260, 304, 339, 429; 10:421, and 
see regression, time series 
essential, 6:287 
Triangle test, 4:80, 5:337; 6:102; 9:24, 
43; 10:521 
Truncation, see censored data, and under 
various distributions 
artificial, 10:549 
partial, 10:536 
T test, 1:8, 26, 38, 59; 2:13, 27, 38, 96; 
3:14, 24, 98, 101; 4:214, 272; 5:101, 
124, 210, 337; 6:123, 191, 298; 7:52, 
125, 299, 315; 8:5, 222, 384; 9:16, 
32, 66, 109, 314, 531; 10:96, and see 
Behrens-Fisher test, confidence 
limits, Hotelling’s 
computation, 7:315 
noncentral, 8:29 
non-normal data, 6:191 
one-sided, 3:25; 5:287 
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power of, 1:50; 7:312; 8:222 
two-tailed, 3:24 
Tuberculin, 3:173; 4:100; 5:300 
Tuberculosis, 3:133; 4:204; 6:172; 
10:195, 313 
Twins, 8:187; 9:265 
Type III distribution, see gamma dis- 
tribution 
Type VI distribution, 6:321 
Unequal subclasses, 7:11, and see dis- 
proportionate subclasses 
Uniformity data, 3:26; 4:100, 115; 5:144; 
6:34; 7:168, 300, 310; 9:412, 429 
U-shaped distribution, 2:88; 8:223 
Variance, see Behrens-Fisher test, bio- 
logical variation, coefficient of varia- 
tion, covariance, F test, genetics, 
incomplete beta function, index of 
dispersion, mean square error, Shep- 
pard’s correction, significantly small 
F 
about regression line, 2:105; 3:137; 
5:69; 7:189, 260; 9:502 
analysis of, 1:15, 16, 25, 26, 38, 42, 70, 
77, 80, 85, 86; 2:7, 14, 16, 25, 
26, 31, 36, 37, 56, 58, 76, 78, 84, 
87, 89, 110, 118, 123; 3:1, 22, 49, 
72, 91, 97, 1387, 188, 195; 4:40, 55, 
64, 101, 111, 132, 135, 173, 235, 
245, 256, 267; 5:11, 68, 72, 84, 88, 
99, 169, 174, 176, 192, 232, 250, 
279; 6:8, 25, 99, 178, 259, 293, 
295, 368; 7:3, 21, 37, 76, 85, 98, 
125, 174, 290, 433; 8:57, 74, 86, 
122, 169, 238, 265, 374, 382, 384; 
9:14, 30, 45, 75, 131, 145, 163, 244, 
263, 300, 337, 387, 422, 429, 434, 
468, 501, 528; 10:62, 105, 130, 
165, 167, 185, 196, 235, 259, 273, 
283, 291, 300, 302, 308, 327, 401, 
431, 490, 562, and see additivity, 
analysis of covariance, chi square, 
combination of data, components 
of variance, degrees of freedom, 
disproportionate subclasses, 


errors, fitting constants, F: test, 
harmonic analysis, incomplete 
experiments, interaction, inter- 
block error, interblock informa- 
tion, intrablock error, least sig- 
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nificant difference, least squares, 
linear hypothesis, long-term ex- 
periments, main effect, missing 
values, models, multiple classi- 
fication, multivariate analysis, 
orthogonal polynomials, pooling, 
regression, separation of variance, 
tests, transformations, uniformity 
data 
computation of, 1:18, 85; 2:36, 38, 
116; 3:6, 30, 47, 137; 4:65, 104, 
173, 212; 5:5, 149, 234, 330; 6:35, 
180; 7:124, 289; 8:78, 141, 370; 
9:168, 308, 391; 10:76, 257, 333 
incomplete data, 10:345 
interpretation of, 2:37, 63; 5:84, 99; 
6:293; 7:70; 8:384; 9:170, 389; 
10:187 
of variances, 7:113; 8:217 
power of, 9:75 
proportional subclasses, 7:70 
approximate, 2:54; 3:167; 4:185; 9:60; 
10:470 
asymptotic, 7:10, 137; 8:24, 318; 
9:182, 261, 486; 10:404, 548 
biased, 8:347; 9:79 
complex, 2:110; 3:64; 4:135 
components, 1:18, 25, 43; 2:7, 15, 27, 
34, 37, 77, 110; 3:4, 31, 75, 92, 98; 
4:64, 107, 127, 135, 223, 234, 254; 
5:72, 151, 189; 6:8, 25, 80, 346, 
368; 7:1, 17, 36, 70, 75, 83, 97, 
258, 287, 301; 8:58, 238, 265; 
9:226, 262, 337; 10:57, 155, 165, 
239, 304, 330, 408, and see com- 
ponents of covariance 
computation of, 1:18; 5:192; 6:179; 
9:227 
confidence limits for, 6:136; 7:55, 80 
interpretation of, 9:345 
negative, 6:137; 7:4, 41, 89 
variance of, 2:9; 7:55, 77 
with covariate, 7:12 
composite, see complex variance 
conditional, 9:65 -. 
distribution of, 2:9; 7:80; 8:177 
effective, 5:156 
error, 1:42, 56; 2:3, 31; 3:23, 35, 75, 
‘94; 4:156, 181, 212, 215; 5:5, 265; 
6:25, 43; 7:3, 14, 58; 8:58, 93, 125, 
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170, 239; 9:132, 173, 256, 306, 473; 
10:32, 504 
estimated, 9:447 
homogeneity of, 1:42, 63, 74; 3:12, 
92, 195; 4:125; 5:263; 6:14, 259; 
7:19, 103, 113, 189; 8:242; 9:11, 
61, 210, 427, 468; 10:104, 244, 
516, and see heterogeneity of 
error, scedasticity 
multivariate analogue, 6:386 
interblock, 2:58; 5:5, 151; 6:25 
intrablock, 2:58; 5:5, 154; 6:25, 43 
matrix, see covariance matrix 
mean, 3:47; 4:71, 110; 5:156; 6:49; 
8:132; 9:148, 221 
minimum, see minimum variance esti- 
mate 
negative, 5:72 
of adjusted mean, 2:42, 53, 58, 118; 
3:77; 4:71; 6:27; 7:292; 10:70 
of asymptote, 7:259 
of chi square, 10:462 
of count, 8:59 
of criterion, 6:259, 285. - 
of dependent variable, 1:37 
of difference, 2:113; 9:312 
of difference of adjusted means, 4:71, 
181, 244; 5:6, 86, 156, 159; 6:27, 47; 
8:43, 78, 125; 9:131, 148; 10:71, 261, 
277, 288 
of difference of means, 2:36, 46; 6:248; 
8:42; 9:533; 10:336 
of estimate, 3:166; 4:106; 6:218, 401; 
7:137, 156; 8:5, 27, 279, 333; 9:94, 
181, 202, 293, 321, 400, 463, 486, 
508; 10:178, 230, 404 
of estimate of component of variance, 
7:4, 87 
of estimate of heritability, 10:312 
of estimate of independent variable, 
5:141 
of extrapolation, 7:257 
of function, 2:96, and see variance of 
linear function 
of gene frequency, 1:27 
of intercept, 3:61; 5:140; 7:261 
of linear function, 3:11; 10:424, and 
see variance of function 
of mean, 4:135; 5:191, 205; 7:86, 97, 
312; 8:388; 9:59, 173; 10:105 
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partially weighted, 10:127 
unweighted, 9:451 
weighted, 9:59, 449; 10:126 
of mean difference, 2:31 
of mean score, 10:437 
of median, 9:75 
of product, 6:411; 7:301; 8:108 
of proportion, 1:15; 6:391; 9:291; 
10:480 
of rank total, 3:119 
of ratio, 5:335; 6:411 
of regression coefficient, 1:37, 60; 2:34; 
4:30; 5:140, 208; 7:65; 9:313 
of regression estimate, 4:252, and see 
variance of adjusted mean 
minimum, 9:332 
of scores, 6:8 
of sex ratio, 3:101 
of total, 2:31; 8:112 
of variance, 2:110; 3:45; 9:66, 267, 463 
pure, see components of variance 
ratio, 1:70; 2:28, 37, 55, and see F test 
. rectangular lattices, 5:85 
' Tegression on age, 9:267 
related to mean, 2:3; 3:23, 32, 40, 91; 
5:72, 301; 6:1, 100, 129, 318, 435; 
9:45, 468; 10:117, 196, and see cor- 
relation of mean with variance 
replacement, 7:56 
sampling, 3:92, 100, 163; 4:226, 235; 
5:174, 189, 340; 6:60; 8:287; 9:173, 
176 
separation of, 7:103, and see com- 
ponents of variance 
subnormal, 3:175 
test of, 10:421 
theoretical, 9:471 
Vector methods, see multivariate analysis 
Viability, differential, 4:5; 5:305; 7:270 
Virology, 1:43, 63; 2:34, 81; 4:205; 6:169; 
7:320; 10:229, 511, and see half-leaf 
method, plant pathology 
mixed infections, 2:82 
Vital statistics, see actuarial statistics, 
birth rate, clinical statistics, death 
rate, demography, medicine, mor- 
bidity, mortality, sex ratio 
Vitamins, 1:37; 6:294 
A, 1:62, 3:173 
ascorbic acid, 1:4; 2:78 
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INDEX 
B, 5:277; 8:371 
D, 1:62; 2:34; 4:49; 5:277; 6:321; 7:215 
E, 1:61 
riboflavin, 2:78 


thiamine, 2:78 
Wear curve, 6:362, and see survival curve 
Weber-Fechner law, 1:43 
Weighted squares of means, method of, 
2:10, 24; 4:244; 9:264 
Weighting, 1:39, 41, 48, 49, 60; 2:12, 58 
117; 3:11, 29, 41, 47, 62, 78, 99, 102; 
4:66, 119: 5:5, 86, 130, 157, 168, 
303; 6:10, 26, 43, 224, 319, 360; 
7:64, 190, 289, 302; 8:8, 93, 115, 
133; 9:34, 59, 91, 117, 267, 291, 427, 
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468, 495; 10:101, 133, 155, 335, 412, 
431, 443, 546, and see semiweights 
efficiency of, 9:447 
partial, 10:119 
Wood decay, 6:296 
Wool sampling, 7:83 
Wound healing, 4:51; 8:224, and see 
growth 
X-rays, see radiology 
Yates’ correction, see continuity correc- 
tion 
Youden squares, 2:36, 83; 7:117; 10:155, 
251, 507 
Zoology, 3:59; 7:300; 10:162 
Z test, see F test 


